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Abstract

Type 2 diabetes is rapidly increasing worldwide and is closely linked to factors such as obesity, genetic

predispositions, and lifestyle choices. Recent studies emphasize the significant role of gut microbiota
in the development and progression of diabetes and other related metabolic diseases. It is also known

that the effects and side effects of antidiabetic drugs can be influenced by gut microbiota. Recently,

various therapeutic strategies have aimed at modulating gut microbiota for health improvement. Key
approaches include the use of probiotics to enhance the balance of beneficial bacteria and prebiotics,

which are dietary fibers that promote the growth of these beneficial bacteria. Additionally, the potential

of fecal microbiota transplantation in restoring a balanced microbiota composition in individuals with

metabolic diseases are explored. This review highlights the promising potential of these interventions in

the prevention and management of type 2 diabetes, suggesting that gut microbiota could be a novel and

effective approach in diabetes treatment and control.
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