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A Case of Bacteremia Due to Microbacterium oleivorans
|dentified by 16S rRNA Sequencing Analysis
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Microbacterium oleivorans is a gram-positive, coryne-
form rod bacterium. The pathogenic potential of the
Microbacterium species has recently been reported
to be increasing. Microbacterium comprises approx-
imately 50 species. The differences in regards to the
biochemical characteristics of Microbacterium species
are unclear, and is why molecular investigations
(e.g., using 16S rRNA gene sequencing) are the best
method to identify the species. We report a case of

M =

A mheigrelel1,2). SAN7EA] 2 5009 % o]/%] Microbacterium
TEol BHE o), o] F F3] dRolAute] Ao F 9
| & 7o Aoz A Q1) AiH g HdEol
g7l wigell $% edvo® A4 2y A4
Microbacterium 75 44 A4 Eelsle 23t AAE
Adsh= coryneform bacteria®] thi-itg AAleh= Zog o
214 Q3 [1], 2 % 7+ Microbacteriumel] &J3k 7hedgol
Hausls Wizr AR Frbska AdvH2:9. F2 §F gl
et N7 o' o] AslEl 7ol A 7] ¢
7F BARH2-4,7,8,10], W Ayt §le 7178 Aol A9
7rodo] HuE o= r}5,9,11].

Microbacterium T35~ AJ3F3hs 54 o] mll¢- chekelar, ¢

Zb 2 549 Ko7} WEslA] ¢k A5t gormE st
HA ko 2= At sAo] ogith. aHBE 3F 7
4R 2] 2 Z2Q) £A4L- 16S rRNAo) o3t 44 7] A9
4 59 A TR WS ol 83k Aol 7 £ A
o7 deiA rH1,3,12]. v} 16S rRNA 474 7917} A
2 t}2 Microbacterium FZ Atool| ¢ HEH o|7] wjj ol

d

ofX

Received 17 February, 2012, Revised 30 March, 2012

Accepted 7 May, 2012

Correspondence: Mi-Kyung Lee, Department of Laboratory Medicine
Chung-Ang University Hospital, 224-1 Heukseok-dong, Dongjak-gu,
Seoul 156-755, Korea. (Tel) 82-2-6299-2719, (Fax) 82-2-6298-8630,
(E-mail) cpworld@cau.ac.kr

bacteremia that was caused by Microbacterium olei-
vorans in a 4-year-old boy, who had no specific
medical history. This represents the first report of M.
oleivorans bacteremia in Korea. (Korean J Clin
Microbiol 2012;15:110-113)
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Fig. 1. Ydlow-pigmented and smooth Microbacterium oleivorans
colonies grown for 48 hours on blood agar plate.
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Fig. 2. Gram staining of Microbacterium olevorans isolated from this
case showing short and irregularly bent gram-positive bacilli (Gram
stain, x1,000).
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