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Supplemental Data Table S3. Comparison of the Oncomine Comprehensive and SureSelect Custom assays with the FoundationOne CDx 
assay for CNV detection

Case
FoundationOne CDx assay PPA (%)

(95% CI)
NPA (%)
(95% CI)

OPA (%)
(95% CI)Positive Negative

Oncomine Comprehensive assay Positive 3 0 60.0 (23.1–88.2) 100.0 (99.7–100.0) 99.8 (99.4–100.0)

Negative 2 1,255

SureSelect Custom assay Positive 3 0 100.0 (43.9–100.0) 100.0 (99.7–100.0) 100.0 (99.7–100.0)

Negative 0 1,317

Abbreviations: CNV, copy number variation; OPA, overall percent agreement; NPA, negative percent agreement; PPA, positive percent agreement; CI, confi-
dence interval.
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Supplemental Data Fig. S1. Quality and concentration of DNA sequencing run metrics. The median DNA concentration using the Qubit 
3.0 Fluorometer and a 2200 TapeStation Instrument was 4.4 ng/µL and 3.8 ng/µL, respectively. The median DNA integrity number (DIN) 
was 3.2 using a 2200 TapeStation Instrument.
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