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Supplemental Data Fig. 1. Phylogenetic tree of 2,489 SARS-CoV-2 sequences from isolates collected in Korea (up to February 28, 2021), 
generated using Nextclade version 0.7.6 (https://staging.clades.nextstrain.org). The presence of G or T at position 29,179 is color-coded as 
indicated in the figure.
Abbreviations: G, guanine; T, thymine; SARS-CoV-2, severe acute respiratory syndrome coronavirus 2.
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Supplemental Data Figure 1. Phylogenetic tree of 2,489 SARS-CoV-2 sequences from 204 

isolates collected in Korea (up to March 10, 2021), generated using Nextclade version 0.7.6 205 

(https://staging.clades.nextstrain.org). The presence of G or T at position 29,179 is color-coded 206 

as indicated in the figure. 207 

Abbreviations: G, guanine; T, thymine; SARS-CoV-2, severe acute respiratory syndrome 208 

coronavirus 2. 209 
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Supplemental Data Fig. 2. Global distribution of the G29179T variant (as of February 28, 2021). The analysis was performed using Next-
strain (https://nextstrain.org).
Abbreviations: A, adenine; G, guanine; T, thymine. 
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Supplemental Data Figure 2. Global distribution of the G29179T variant (as of March 10, 211 

2021). The analysis was performed using Nextstrain (https://nextstrain.org). 212 

Abbreviations: G, guanine; T, thymine.  213 




