Altered in 117 (31.97%) of 366 samples.
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Supplementary Fig. S1. Genetic alteration status of the 13 non-BRCA homologous recombination repair (HRR)—
related genes in gastric cancer samples. Those genes are mutated in 29.2% of BRCA wild-type cases and in 44.6% of
pathogenic BRCA mutant cases.



