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Supplemental Fig. S3. Transcriptomic characteristics of papillary thyroid microcarcinoma (PTMC) and papillary thyroid carcinoma (PTC).
Volcano plots showing the magnitude and the statistical significance of the differentially expressed genes (DEGs) between the N1b group
and the NO group of (A) PTMCs in the CHA Bundang Medical Center (CHA) database and (B) BRAF-like (BL) PTMCs, (C) BL-PTCs, and
(D) RAS-like (RL) PTCs in The Cancer Genome Atlas (TCGA) database. (E) Enriched functional annotations of up- and down-regulated

DEGs in the BL-PTCs from the TCGA database. FDR, false discovery rate.
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