Single-cell landscape of BAT in diabetes
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Supplementary Fig. 4. Expression levels of markers associated with the differentiation potential in brown adipose tissue-resident
adipose stem/progenitor cells. (A-D) Representative immunofluorescence images of (A) growth differentiation factor 10 (GDF10),
(B) odd-skipped related transcription factor 1 (OSR1), (C) ERBB receptor feedback inhibitor 1 (ERRFI1), and (D) collagen type I
alpha 1 chain (COL1AL1) protein expression in normal rats (NC) and type 2 diabetes mellitus (T2DM) rats (left panel) and their
quantitative comparison (right panel). A two-tailed Student’s t-test was used for statistical analysis. DAPI, 4",6-diamidino-2-phe-

nylindole. *P<0.01, ®P<0.001.
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