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Supplementary Fig. 2. LocusZoom of single nucleotide polymorphism (SNP) association in meta-analysis (P<5.0×10–8). (A, B, 
C, D) Vertical axis is –log10 of the P value, the horizontal axis is the chromosomal position. Each dot represents a SNP tested for 
association with fasting glucose in 10,528 Korean population. Approximate linkage disequilibrium between the most significant 
SNP, listed at the top of each plot, and the other SNPs in the plot is shown by the r2 legend in each plot. 
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