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Supplementary Fig. 2. Subgroup analyses for changes in glycosylated hemoglobin (HbA1c) levels according to age, body mass
index (BMI), duration of diabetes, combination sequence, baseline HbA1c levels, and previous use of insulin. Values are present-
ed as mean *standard deviation. SGLT2i, sodium-glucose cotransporter 2 inhibitor; GLP-1RA, glucagon-like peptide-1 receptor
agonist.
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