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Supplementary Table 1. Primer sequences for reverse tran-
scription quantitative polymerase chain reaction

Target Primer sequence (5ʹ-3ʹ)

LncRNA TUG1 Forward: CTGCCACAACCATCTTCCTT

Reserve: TGCCATCCAGGTCAAACAT

miR-328-3p Forward: CTGGCCCTCTCTGCCCTTCCGT

Reserve: Universal primer

SREBP-2 Forward: AACGGGACCATTCTGACCAC

Reserve: CGTTGATGGAGGACCGGTAG

HMGCR Forward: CTTGTGGAATGCCTTGTGATTG

Reserve: AGCCGAAGCAGCACATGAT

U6 Forward: CTCGCTTCGGCAGCACA

Reserve: Universal primer

β-Actin Forward: TGTTACCAACTGGGACGACA

Reserve: CTTTTCACGGTTGGCCTTAG

LncRNA TUG1, long non-coding RNA taurine upregulated gene 1; 
miR-328-3p, microRNA-328-3p; SREBP-2, sterol regulatory element 
binding protein 2; HMGCR, 3-hydroxy-3-methylglutaryl-CoA re-
ductase.




