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Table S2. The 20 genes with high correlation with CD90 and/or CD105

gene_id gene_name D0 Fl-Pr Fl-Am Fs-Pr Fs-Am TCP
Pearson coefficient

with THY1 with ENG

8826 IQGAP1 80.3 73.6 81.0 92.1 89.4 76.5 −0.92 −0.89
4882 NPR2 7.5 8.1 7.6 6.4 6.3 7.6 0.98 0.93
214 ALCAM 118.6 131.0 138.7 94.5 96.6 122.5 0.97 0.94

2022 ENG 169.3 220.3 208.6 148.5 148.2 198.2 0.92 1.00
83700 JAM3 20.9 21.9 20.3 13.9 15.4 18.3 0.96 0.81
57136 APMAP 35.2 38.4 35.7 24.7 25.8 28.1 0.91 0.77

102 ADAM10 42.5 44.2 42.9 28.4 31.5 46.6 0.93 0.85
4035 LRP1 134.8 122.4 121.1 190.2 186.2 157.7 −0.97 −0.85
9761 MLEC 19.5 24.8 24.6 16.4 15.6 18.9 0.90 0.91

286410 ATP11C 9.8 8.4 9.8 5.5 5.4 8.4 0.91 0.70
5754 PTK7 19.3 20.6 16.5 11.3 11.4 18.5 0.93 0.80
3383 ICAM1 1.2 1.9 1.6 1.0 1.0 1.4 0.90 0.98

57153 SLC44A2 29.9 39.2 35.2 19.3 20.4 36.5 0.96 0.97
493 ATP2B4 68.6 41.6 43.3 82.0 74.2 48.6 −0.89 −0.98

5819 PVRL2 17.7 22.6 17.7 9.4 9.1 16.9 0.97 0.90
2335 FN1 7292.7 7148.9 7036.7 15578.7 14296.8 8124.2 −0.98 −0.84

23670 TMEM2 5.5 9.1 8.8 3.3 4.1 7.5 0.92 0.99
928 CD9 61.6 26.7 29.9 59.7 83.1 25.3 −0.79 −0.92

1969 EPHA2 6.2 8.9 6.5 1.8 1.9 6.3 0.98 0.92
3690 ITGB3 10.7 5.6 5.4 17.8 13.9 3.3 −0.86 −0.91
7070 THY1 156.2 184.9 175.1 73.2 77.0 150.3
2022 ENG 169.3 220.3 208.6 148.5 148.2 198.2


