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Supplementary Fig. 1. RNA-seq. (A) Heatmap and hierarchical tree comparing gene expression differences in colon tissue of, dextran 
sulfate sodium (DSS)/7DW8-5 mice compared to DSS/vehicle mice, (B) top 10 terms of gene ontology functional analysis. 
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Heat map of the two-way Hierarchical Clustering

(325 genes satisfying with fc2 & raw.p)
using Z-score for normalized value (log2 based)
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See “A glycolipid adjuvant, 7DW8-5, provides a protective effect against colonic inflammation in mice by the recruit-
ment of CD1d-restricted natural killer T cells” on page 1-10.


