Supplementary Table 2. Primer sequences used for the gap-PCR for confirmation of copy number variant in this study

	Case No.
	Gene
	Target
	Sequence (5’ → 3’)
	Direction
	Product size

	12
	FOXC1
	Whole gene deletion
	CGTAAAGCCCTTGCGGTGTA
	F
	500 bp for the allele with deletion

	
	
	
	TGCTCTTGTCTCCGGTTTTGT
	R
	


Using these primers, the 60 kb-length normal allele could not be amplified, whereas the allele with deletion was observed at 500 bp by gel electrophoresis.

PCR = polymerase chain reaction, F = forward, R = reverse.
