Supplementary Table 2. Quality control of SMRTbell run summary

	Run name
	1st run
	2nd run
	3rd run
	4th run
	Average

	Total bases, Gb
	21.32
	18.38
	18.06
	27.24
	21.25

	Unique molecular yield, Gb
	1.79
	1.88
	1.98
	1.45
	1.78

	
	
	
	
	
	

	Polymerase RL, bp
	32,378
	29,366
	26,454
	46,501
	33,674.75

	Polyerase N50, bp
	66,623
	61,916
	53,601
	85,121
	66,815.25

	Longest subread, bp
	3,053
	3,372
	3,343
	2,849
	3,154.25

	Longest subread N50, bp
	3,185
	3,539
	3,356
	2,925
	3,251.25

	
	
	
	
	
	

	% of empty ZMWs (P0)
	8.31
	9.41
	3.09
	19.44
	10.06

	% of productive ZMWs (P1)
	65.22
	62.12
	67.45
	58.87
	63.42

	% of not P0 and P1 (P2)
	26.47
	28.47
	29.46
	21.69
	26.52

	
	
	
	
	
	

	Control total reads
	5,754
	6,416
	4,238
	13,747
	7,538.75

	Control poly RL mean, bp
	32,599
	29,439
	25,167
	40,846
	32,012.75

	Control concordance mean
	0.86
	0.85
	0.85
	0.86
	0.86

	Control concordance mode
	0.89
	0.87
	0.87
	0.89
	0.88


