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Supplementary Fig. 1. Distribution of HtTLV in according to the genetic variants categories in (A) whole population and (B) male and female patients.

Genetic variants categories were defined as follows; 0 = no detected variants; 1 = PKD1-PT; 2 = PKD1-NT; 3 = PKD2; 4 = others. Box plot demonstrated median value with interquartile range, and the outlier value exceed 95% confidence interval is demonstrated as asterisk (*).

HtTLV = height-adjusted total liver volume, PKD = polycystic kidney disease, PT = protein-truncating, NT = non-truncating.
