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Supplementary Fig. 5. The relative importance of the top 10 variables for predicting osteoporosis risk as determined by the XGBoost and random forest algorithms in women only. (A) Osteoporosis prediction model using the XGBoost algorithm. (B) Osteoporosis prediction model using the random forest algorithm. (C) Explanation of the variables in the osteoporosis prediction model using the XGBoost algorithm.

PRS = a polygenic risk score of 5 genetic variants explored for osteoporosis risk, Edatemo = the month of participating in the study, BMI = body mass index, gfr = estimated glomerular filtration rate, Area = residence area, SlpHrdFr = frequencies of difficulty in sleep, Edu = education level, HRT = the experience of hormone-replacement therapy, SmokeA = smoking status, Drug for OA = drug for osteoporosis.
