Supplementary Table 1. Univariate analysis using cumulative incidence in secondary graft failure population
	Characteristics 
	
	10-year cumulative incidence (95% CI)
	P valuea

	Patient age, yr
	≤ 35
	0.059 (0.042–0.082)
	0.042

	
	36–55
	0.034 (0.023–0.049)
	

	
	> 55
	0.033 (0.017–0.057)
	

	Patient sex
	Male
	0.049 (0.036–0.064)
	0.098

	
	Female
	0.033 (0.022–0.049)
	

	Diagnosis
	AML 
	0.038 (0.026–0.053)
	< 0.001

	
	ALL 
	0.018 (0.007–0.039)
	

	
	CML 
	0.032 (0.006–0.099)
	

	
	SAA 
	0.140 (0.090–0.201)
	

	
	MDS/MPD 
	0.049 (0.026–0.082)
	

	
	NHL/HL/MM 
	0 (0.000–0.000)
	

	
	others 
	0 (0.000–0.000)
	

	Disease status
	Standard risk 
	0.052 (0.039–0.067)
	0.116

	
	High risk 
	0.027 (0.017–0.042)
	

	
	Undefined
	0 (0.000–0.000)
	

	Prior transfusion, unit
	≤ 50
	0.051 (0.036–0.070)
	0.396

	
	51–100
	0.050 (0.022–0.096)
	

	
	> 100
	0.038 (0.024–0.056)
	

	Performance status
	≥ 90
	0.043 (0.027–0.063)
	0.303

	
	80
	0.048 (0.030–0.072)
	

	
	70
	0.046 (0.031-0.065)
	

	
	≤ 60
	0.009 (0.001-0.043)
	

	Comorbidity index
	0
	0.050 (0.029–0.080)
	0.68

	
	1
	0.062 (0.032–0.106)
	

	
	2
	0.048 (0.024–0.083)
	

	
	3
	0.045 (0.021–0.083)
	

	
	≥ 4
	0.041 (0.025–0.061)
	

	Conditioning 1
	Bu-Cy 
	0.007 (0.002–0.020)
	< 0.001

	
	Bu-flu 
	0.045 (0.015–0.104)
	

	
	Bu-flu-ATG based 
	0.058 (0.036–0.087)
	

	
	Cy-flu-ATG based 
	0.114 (0.070–0.169)
	

	
	Mel-flu based 
	0 (0.000–0.000)
	

	
	Others 
	0.143 (0.034–0.327)
	

	Conditioning 2
	Busulfan 4 days
	0.014 (0.006–0.028)
	0.003

	
	Busulfan 3 days
	0.04 (0.003–0.174)
	

	
	Busulfan 2 days
	0.060 (0.038–0.089)
	

	Conditioning 3
	ATG containing
	0.061 (0.044–0.083)
	< 0.001

	
	Non-ATG containing
	0.018 (0.009–0.032)
	

	Donors
	Matched sibling 
	0.043 (0.029–0.061)
	0.566

	
	1-mismatched sibling 
	0
	

	
	Haploidentical family 
	0.052 (0.034–0.077)
	

	
	Matched unrelated 
	0.045 (0.024–0.075)
	

	HLA A, B, DR, Ag mismatching
	0
	0.038 (0.028–0.050)
	0.224

	
	1
	0.024 (0.002–0.110)
	

	
	2
	0.031 (0.008–0.082)
	

	
	3
	0.068 (0.043–0.100)
	

	
	ND
	0 (0.000–0.000)
	

	Donor age, y
	≤ 25
	0.041 (0.04–0.067)
	0.306

	
	26–45
	0.041 (0.029–0.057)
	

	
	> 45
	0.058 (0.036–0.088)
	

	Donor gender
	Male
	0.042 (0.029–0.057)
	0.179

	
	Female
	0.052 (0.035–0.074)
	

	ABO mismatch
	None
	0.036 (0.024–0.051)
	0.526

	
	Major
	0.050 (0.029–0.077)
	

	
	Minor
	0.063 (0.035–0.102)
	

	
	Both 
	0.042 (0.017–0.085)
	

	Graft
	Bone marrow
	0.054 (0.035–0.079)
	0.597

	
	G-PB
	0.039 (0.029–0.052)
	

	Cell dose, TNC, ×108/kg
	≤ 7
	0.064 (0.045–0.088)
	0.0497

	
	7–12
	0.033 (0.021–0.050)
	

	
	> 12
	0.035 (0.021–0.054)
	

	Cell dose, CD34+, ×106/kg
	≤ 5
	0.049 (0.033–0.070)
	0.052

	
	5–10
	0.053 (0.037–0.073)
	

	
	> 10
	0.022 (0.010–0.041)
	


CI = confidence interval, AML = acute myeloid leukemia, ALL = acute lymphoblastic leukemia, CML = chronic myeloid leukemia, SAA = severe aplastic anemia, MDS = myelodysplastic syndrome, MPD = myeloproliferative disorder, NHL = non-Hodgkin lymphoma, HL = Hodgkin lymphoma, MM = multiple myeloma, ATG = antithymocyte globulin, HLA = human leukocyte antigen, ND = not defined, TNC = total nucleated cell.

aP value determined by Gray test.
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