Supplementary Data 1. Handling of missing data

Only one variable, serum soluble interleukin-2 receptor (sIL-2R), had missing data. In the main analysis, we analyzed all patients after performing multiple imputation by chained equations using the predictive mean matching imputation method and the bootstrap to draw parameters.1 For imputing missing values, non-normally distributed continuous variables were modeled after applying the Tukey transformations.2 Since the sIL-2R concentrations were missing in 12 of the 50 patients (24%), we obtained 25 imputed datasets, as recommended.1 As a sensitivity analysis, we repeated the multivariable logistic regression using fractional polynomials on the complete dataset after excluding patients with missing data.
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