Supplementary Table 4. Annual change of MLST sequence type based on the site of acquisition and methicillin resistance among adult patients with SAB

	MLST type
	No. (%) of patients
	Annual change (%)
	P value

	CA-MSSA (n = 194)

	  ST72
	33 (17.0)
	0.979
	0.365

	  ST188
	30 (15.5)
	0.301
	0.751

	  ST1 
	19 (9.8)
	0.337
	0.733

	  ST6
	14 (7.2)
	−0.133
	0.854

	  ST30
	13 (6.7)
	−0.063
	0.877

	  ST15
	11 (5.7)
	0.435
	0.560

	  ST5
	9 (4.6)
	0.951
	0.375

	  ST8
	6 (3.1)
	0.562
	0.068

	HCA-MSSA (n = 301)

	  ST72
	64 (21.3)
	1.514
	0.203

	  ST188
	46 (15.3)
	−2.291
	< 0.001

	  ST15
	27 (9.0)
	1.053
	0.079

	  ST30
	24 (8.0)
	−0.348
	0.422

	  ST5
	17 (5.6)
	−0.139
	0.744

	  ST6
	16 (5.3)
	−0.854
	0.042

	  ST1
	16 (5.3)
	−0.175
	0.662

	  ST8
	11 (3.7)
	0.406
	0.103

	 HA-MSSA (n = 362)

	  ST72
	64 (17.7)
	1.898
	0.011

	  ST188
	58 (16.1)
	−0.794
	0.238

	  ST30
	37 (10.2)
	−1.217
	0.054

	  ST15
	33 (9.1)
	0.426
	0.559

	  ST6
	25 (6.9)
	−0.314
	0.588

	  ST1
	24 (6.6)
	−1.206
	0.021

	  ST5
	15 (4.2)
	−0.619
	0.379

	  ST8
	14 (3.9)
	0.478
	0.130

	 CA-MRSA (n = 56)

	  ST72
	30 (53.6)
	−4.056
	0.182

	  ST5
	13 (23.2)
	−2.407
	0.689

	  ST8 
	3 (5.4)
	1.970
	0.054

	  ST239
	2 (3.6)
	−1.212
	0.416

	 HCA-MRSA (n = 238)

	  ST72
	117 (49.2)
	1.473
	0.193

	  ST5
	93 (39.1)
	−1.853
	0.187

	  ST8
	8 (3.4)
	0.777
	0.023

	  ST239
	7 (2.9)
	−1.039
	0.003

	 HA-MRSA (n = 627)

	  ST5
	432 (68.9)
	−3.096
	< 0.001

	  ST72
	152 (24.2)
	3.141
	< 0.001

	  ST239
	17 (2.7)
	−0.402
	0.019

	  ST8
	7 (1.1)
	0.432
	0.055


MLST = multilocus sequence typing, SAB = Staphylococcus aureus bacteremia, CA = community-acquired, MSSA = methicillin-susceptible Staphylococcus aureus, HCA = healthcare-associated, HA = hospital-acquired.
