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S12 Fig. Multivariate Cox analysis using ToPP platform 17-gene stemness score (LSC17)
results. The survival difference is statistically significant, with a log-rank test value of p <
0.0001 and a hazard ratio (HR) of 4.67 (95% confidence interval, 2.82 to 7.76), indicating that
patients in the high-risk group have a significantly poorer prognosis. TCGA-LAML, The

Cancer Genome Atlas — Acute Myeloid Leukemia.





