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S2 Fig. Description of identified bladder cancer mutations. Lollipop plots demonstrate amino
acid changes in mutated KDM6A4 (A), FGFR3 (B), TP53 (C), and ELF3 (D) gene products.
Protein domains were derived from the PFAM database (http://pfam.xfam.org/).



http://pfam.xfam.org/



