S4 Table. Copy number variation results of clinical next-generation sequencing glioma panel

Patients Gene Chr Start End CNV AvgL2R  Region GO_Od A_It CN
region region

CDK4 chrl2 58141266 58149915 Amplification 1.372 9 8 8 7

PMG1A MDM2 chrl2 69202074 69233741 Gain 1.267 12 12 12 6
TP53 chrl7 7569431 7580065 Loss -0.666 0.91 0.09 0 1

KDM6A chrX 44732562 44970831 Loss -0.635 0.68 0.19 0.13 1

PMGIS STAG2 chrX 123156309 123234625 Loss -0.672 0.62 0.38 0 1
ADGRG4 chrX 135390781 135498821 Loss -0.664 0.75 0.25 0 1

MYCN chr2 16080566 16086340 Amplification  2.025 6 6 6 10

DMG25 PDGFRA chr4 55124763 55161585 Amplification  1.458 23 23 23 7
KIT chrd 55524024 55604878 Amplification 1.463 19 19 19 7

KDM6A chrX 44732562 44970831 Loss -0.957 0.82 0.15 0.03 1

oMGz2T ADGRG4 chrX 135390781 135498821 Loss -0.658 0.69 0.29 0.02 1
PDGFRA chr4 55124763 55161585 Amplification  1.922 23 23 23 9

DMG29 KIT chr4 55524024 55604878 Amplification  1.629 19 19 19 8
NF2 chr22 29999824 30090955 Loss -0.472 17 17 13 1

GLI1 chrl2 57857334 57865971 Gain 1.135 10 10 10 6

DMG30 CDK4 chrl2 58141266 58149915 Amplification  1.529 9 8 8 7
MDM2 chrl2 69202074 69233741 Amplification  2.624 12 12 12 14

DMG31 PDGFRA chr4 55124763 55161585 Gain 1.931 0 0 1 6
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