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S10 Fig. Protein interaction graphs in AIS (A), MIA (B), and ADC (C) in P1. ADC,
adenocarcinoma; AIS, adenocarcinoma in situ; MIA, minimally invasive adenocarcinoma;
SOM-E, somatic variant overexpressed in the transcriptome; SOM-L, somatic variant lost in
the transcriptome. *CTNNBI (P1 MIA1, P1 MIA2), ABCB6 (P1 ADC1, P1 ADC2), "EGFR
(P1 ADCI1, and P5 ADC).





