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S3 Fig. Mutational landscape of 158 pairs of primary and metastatic tumors. For each gene,
the upper row represents the primary tissue, and the lower row represents the metastatic
tissue. Each column represents a patient. In the rightmost column, both mutations represent
the number of patients with both mutations in primary and metastatic tissues regardless of
concordance. One mutation represents the number of patients with one mutation only in

primary or metastatic tissue.





