S7 Table. Seven TP53 variants with low depth (< 20) in 77 patients

Chro ) _ _ methods
PatID Gene moso Position  HGVSc HGVSp Mutation oA Ref At O QUA Dept Allele  Pathogenic ~Somatic/ for
me type ID h freq ity Germline  Somatic
calls
Pata8  TP53 chrl7 7579373 c.314delG 0.Gly105fs*18 Frameshif - NM_00054 ; 7157 255 10 090 Pathogenic  Somatic  Mached
tdeletion 6.5 normal
AGA
ATG
¢.331_3480elCTGG .
Pat03  TP53 chrl7 7579339 GCTTCTTGCATTC P-LeuClyPheleuH in-frame — NM_00054 ~ CAA 7157 107 12 033 Pathogenic  Somatic  Matched
T isSerl11del deletion 6.5 GAA normal
Gce
CAG
Paté0  TP53 chrl7 7577144 c.792_794delACT  p.Leu265del inframe  NM_00054  ngr . 7157 720 17 100 Pathogenic ~ Somatic ~ Matched
- deletion 6.5 normal
Pat34  TP53 chrl7 7577129 ¢.809T>C p.Phe270Ser Missense 6”2"—00054 A G 7157 172 9 067 Pathogenic  Somatic m:ggfd
Pat46 TP53 chrl?7 7577129 ¢.809T>C p.Phe270Ser Missense 6N2A—00054 A G 7157 292 14 0.71 Pathogenic ~ Somatic m)i;igfd
Pats9  TP53 chrl7 7577129 c.809T>G p.Phe270Cys Missense V-0 A C 7157 83 16 025 Pathogenic  Somatic r':’(')f;ﬁ';led
Pats6  TP53 chrl7 7577118 c.820G>T p.Val274Phe Missense 6”2"—00054 c A 7157 463 19 089 Pathogenic o






