S2 Table. Sixty-three variants unknown significance in 77 patients

) Allel N ) Methods
Pat Gene Chromoso Position HGVSC HGVSp Mutation MRNA Re Al Gene QUA  Dept o Pathogenici Somat_lc/ for _
ID me type f t ID L h freq ty Germline S:Ir;fslatlc
JCAL aTM  chr1 10811592 c70105G  p.Ala234Gly Missense NM_000513 C G 472 4000 3926 O3% wus Do not know
Pat32 ATM  chril 1081226? 21741T> p.Leus81Val Missense NM_000051.3 T G 472 554 45 047 VUS Do not know
Pat53  ATM chrll 10815172 .CI_'3467C> p.Thr1156Met Missense ~ NM_000051.3 C T 472 347 94 0.2 VUS Somatic m?:ggfd
Paté0 ATM  chril 10815518 C3%63C> b Mett3211le Missense NM_0000513 G A 472 1891 173 049 VUS Germline r':’(')ﬁg';fd
Patz7  ATM  chril 1017302 05399A> ) Asp1700Glu  Missense  NML0000SL3 A G 472 150 56 02 VUS Germline r':’(')f;ﬁ';led
Patst0  ATM  chrll 10820060 ¢8248A> L ysaragite Missense NM_0000513 A T 472 616 58 048 VUS Do not know
Patl3 ATR  chr3 142285°g c167T>C  p.Vals6Ala Missense NM_0011843 A G 545 3243 101 097 VUS Germline r':’(')ﬁg';fd
Pat43 BARD1  chr2 21564563 c.928T>C  p.Ser310Pro Missense NM_0004653 A G 580 1633 111 052 VUS Germline r':’(')f;ﬁ';led
Patd7 BARDL chr2 2156322;‘ 21525"\) 0.1le509Val Missense NM 0004653 T C 580 2709 152 048 VUS Germline r':’(')ﬁﬁ';fd
Pat18 BRCA1 chrl7 41258531 ¢.154C>T  p.Leu52Phe Missense  NM_007294.3 G A 672 301 22 059 VUS Germline mfﬁggfd
Pat45 BRCA1l chrl? 41246626 c.922A>T  p.Ser308Cys Missense  NM_007294.3 T A 672 3076 86 0.87 VUS Germline r'\]/(l)ﬁgzled
Pat2l BRCAL chrl7 41244377 23171T> p.SerL057Arg Missense NM_0072943 A C 672 4753 173 092 VUS Somatic r':’c"fﬁ';led
Patl3 BRCA2 chrl3 32899267 ¢.371T>C  p.Metl124Thr Missense  NM_000059.3 T C 675 390 29 059 VUS Germline mzﬁggfd
Paté0 BRCA2  chrl3 32900742 ¢.623T>G  p.Val208Gly Missense  NM_000059.3 T G 675 2912 110 095 VUS Germline r'\]/(l)ﬁgzled
Pat27 BRCA2 chri3 32914643 26151"\) p.Asn2051Asp  Missense NM 0000593 A G 675 911 33 085 VUS Germline r':’c"fﬁ';led
Pat34 BRCA2 chri3 32014814 SO parg2108Cys  Missense  NM_0000593  C T 675 1450 50 098 VUS Germline r':"')ﬁggfd
Patdl BRCA2 chri3 32030651 5/°%%”  p.Gly2508ser Missense NM_0000593 G A 675 1895 81 089 VUS Germline Ef,?fﬁ';fd
Pat36 BRCA2  chrl3 s2031804 5% pvaiosasite Missense NM_ 0000503 G A 675 340 25 048 VUS Do not know
OCA0 BRcA?  chii3 3205231 G80%°C>p pisas76An Missense NM_0000593 C A 675 1138 765 L VUS Do not know
Matched
Pat09 BRCA2  chri3 32072800 S1O190C% p Argazgar Stopgain  NM_0000593 C T 675 675 75 04 VUS Germline  oel &

sanger


https://www.ncbi.nlm.nih.gov/clinvar/variation/232530/
https://www.ncbi.nlm.nih.gov/clinvar/variation/183918/
https://www.ncbi.nlm.nih.gov/clinvar/variation/133618/
https://www.ncbi.nlm.nih.gov/clinvar/variation/230416/
https://www.ncbi.nlm.nih.gov/clinvar/variation/230452/
https://www.ncbi.nlm.nih.gov/clinvar/variation/37421/
http://brcaexchange.org/variant/137454
https://www.ncbi.nlm.nih.gov/clinvar/variation/462304/
https://www.ncbi.nlm.nih.gov/clinvar/variation/52040/
https://www.ncbi.nlm.nih.gov/clinvar/variation/438993/
https://www.ncbi.nlm.nih.gov/clinvar/variation/41559/
https://www.ncbi.nlm.nih.gov/clinvar/variation/52347/
https://www.ncbi.nlm.nih.gov/clinvar/variation/51049/
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0.62
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https://www.ncbi.nlm.nih.gov/clinvar/variation/133755/
https://www.ncbi.nlm.nih.gov/clinvar/variation/232008/
https://www.ncbi.nlm.nih.gov/clinvar/variation/134251/
https://www.ncbi.nlm.nih.gov/clinvar/variation/216279/
https://www.ncbi.nlm.nih.gov/clinvar/variation/342368/
https://www.ncbi.nlm.nih.gov/clinvar/variation/408237/
https://www.ncbi.nlm.nih.gov/clinvar/variation/408245/
https://www.ncbi.nlm.nih.gov/clinvar/variation/313204/
https://www.ncbi.nlm.nih.gov/clinvar/variation/313204/
https://www.ncbi.nlm.nih.gov/clinvar/variation/483546/
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https://www.ncbi.nlm.nih.gov/clinvar/variation/141346/
https://www.ncbi.nlm.nih.gov/clinvar/variation/89358/
https://www.ncbi.nlm.nih.gov/clinvar/variation/237198/
https://www.ncbi.nlm.nih.gov/clinvar/variation/6946/
https://www.ncbi.nlm.nih.gov/clinvar/variation/461019/
https://www.ncbi.nlm.nih.gov/clinvar/variation/126708/
https://www.ncbi.nlm.nih.gov/clinvar/variation/402308/
https://www.ncbi.nlm.nih.gov/clinvar/variation/127992/
https://www.ncbi.nlm.nih.gov/clinvar/variation/127896/



