
S3 Table. Published studies of BRCA1/2 mutations reported from Korean ovarian cancer patients 

Characteristic Lim et al. (2009) [1] Choi et al. (2015) [2] Eoh et al. (2017) [3] 

Total No.  63 70 116
a)

 

Overall prevalence of BRCA1/2 mutations 15/63 (23.8) 18/70 (25.7) 37/116 (31.9) 

Prevalence of BRCA1/2 mutations with FHBOC  13/40 (32.5) 11/18 (61.1) 18/47 (38.2) 

Prevalence of BRCA1/2 mutations without FHBOC  2/23 (8.7) 7/52 (13.5) 16/65 (24.6) 

Values are presented as number (%). FHBOC, family history of breast/ovarian cancer. 
a)

FHBOC of four cases was unknown. 
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