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Supplementary Table 1. Primers for TG mouse produce and screening

miR-222/221 expression analysis Forward  primer (5′→3′) Reverse  primer (5′→3′)

miR-222/221 produce GGATCCTCACTCAGCAG CGAGAAATCATTCAT 

TATCTG TTGGATAAG TGCTGA GGTGAT

TG mouse screening by PCR CGCTATTACCATGGTGATGCG CTACTG AGCCATTGAGGGTAC

Gene expression analysis by qPCR Forward  primer (5′→3′) Reverse  primer (5′→3′)

TG mouse transmission test CGCTATTACCATGGTGATGCG CTACTGAGCCATTGAGGGTAC

miR-221 screening ACACTCCAGCTGGGAGCTA CTCAACTGGTGTCGTGGAGTCG

CATTGTCTGCT GCAATTCAGTTGAGGAAACCCA

miR-222 screening ACA CTCCAGCTGGGAGCTACATCT CTCAACTGGTGTCGTGGAGTCG

GGCTACTG GCAATTCAGTTGAGGAGACCCA

URP TGG TGT CGT GGA GTC G

Norther blot analysis probe Forward  primer (5′→3′)

miR-221 GAAACCCAGCAGACAATGTAGCT

miR-222 GAGACCCAGTAGCCAGATGTAGCT

TG, transgenic; PCR, polymerase chain reaction; qPCR, quantitative real-time polymerase chain reaction.
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Supplementary Fig. S1. Verification of the expression level of miR-222/221 in transgenic (TG) mouse and wild-type (WT)

mouse after N-nitroso-N-methylurea (MNU) treated.
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