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Supplementary Fig. 2. Comparison of average TCRB V-J gene utilization according to SAH severity. V gene and J gene segments are arranged on the 
x- and the y-axes. Different colors show the differences in gene frequencies of poor-grade SAH patients compared to good-grade SAH patients. TCRB : T 
cell receptor β-chain, SAH : subarachnoid hemorrhage.
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