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New HLA Nomenclature (2010)
and Its Clinical Application in Koreans

Kyung Wha Lee, Ph.D." and Myoung Hee Park, M.D.?

Hallym Institution for Genome Application’, Hallym University College of Medicine, Anyang; Department of Laboratory Medicine?,
Seoul National University College of Medicine, Seoul, Korea

Human leukocyte antigen (HLA) gene region encodes a set of HLA molecules functioning critical
roles in immune response. Each HLA gene locus shows extensive polymorphism with ever-increas-
ing number of alleles. The HLA nomenclature system for alleles defined by DNA typing was first
established in 1987 and has been revised several times. Recently, it has been revised again with a
new frame that can accommodate ever-increasing number of new alleles. The new system has
also introduced the novel suffixes, P and G, to simplify reporting of ambiguous strings of alleles in
typing reports. This review introduces the HLA nomenclature system-2010 in conjunction with its
clinical application in Koreans. (Korean J Lab Med 2010;30.:203-17)
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1980t 58] A2kl EApYESe] Wdd) A Q17 A
A 6¥o] Theboll HLA -2} F-9(HLA gene region)oll=
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Table 1. List of recognized serological and cellular specificities
by WHO HLA Nomenclature Committee (2010)

HLA-A HLA-B HLA-B HLA-C HLA-DR HLA-DQ HLA-DP

Al B5 B51(5) Cwi DR1 DQ1 DPw1
A2 B7 B5102 Cwz DR103 DQ2 DPw2
A203 B703 B5103 Cw3 DR2  DQ3 DPw3
A210 B8 B52(5) Cw4 DR3  DQ4 DPw4
A3 B12 B53 Cwb DR4  DQ5 (1) DPwbs
A9 B13 B54(22) Cw6 DR5  DQ6 (1) DPwé
A10 B14 B55(22) Cw7 DR6  DQ7 (3)
A1 B15 B56 (22) Cw8 DR7  DQ8 (3)
A19 B16 B57(17) Cw9(w3) DR8  DQ9 (3)
A23(9) B17 B58 (17) Cw10 (w3) DR9
A24(9) B18 B59 DR10
A2403  B21 B60 (40) DR11 (5)
A25(10) B22 B61 (40) DR12 (5)
A26 (10) B27 B62 (15) DR13 (6)
A28 B2708  B63(15) DR14 (6)
A29(19) B35 B64 (14) DR1403
A30(19) B37 B65 (14) DR1404
A31(19) B38(16) B67 DR15 (2)
A32(19) B39(16) B70 DR16 (2)
A33(19) B3901  B71(70) DR17 (3)
A34(10) B3902  B72(70) DR18 (3)
A36 B40 B73
A43 B4005  B75(15) DR51
AG6 (10) B4 B76 (15) DR52
AGB (28) B42 B77 (15) DR53
A69 (28) B44(12) B78
A74(19) B45(12) B8t
A80 B46 B82
B47
B48 Bw4
B49 (21) Bwé
B50 (21)
Taken from the reference [5].
+ 50707k "=thsl. 2 F A7lolAat welAdo] & A

OJu]&] HLA class I 38R oll= 35(HLA-A, B, —0)°] 3
i, HLA class 1T +82#ol= 9%(HLA-DRA, —-DRBI,
—-DRB3, -DRB4, —DRB5, —DQA1, —DQBI, ~DPAI, —~DPBI)
o] Slrh 19906 HLA 77t &40l Ftaadauks
7% (polymerase chain reaction)¢| =JE|HA] ZF F-AX=
of thgt A71AE Aol BolsfFltt, o] 24 HLA @ Ae] @
oA ol ok AL ol BRI Ethis Abdo] )

sxlon, 1 e 7k AE weh 2719 A5S AN
Hold o] 20099 12€2712] EE4 class 13 class 112] ¥
QAR 2= 747} 3134709} 1158700 ©8tkaL Qlth(Table 2).
Ak 9 27 WHO HLA 9913l A2 559 tEh
AxE FollAl olv] thH-FHAke] 47t 99715 2 aet ti =+
AR, A*24, B*07, B*35, B*40, DRBI*13, DRBI*14)°] <
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1987d0] A& =% HLA DNA Hg®[61& 217+ 103]0]
AR ARYgol o] FolA] gt WHO HLA ¥H9Us|E=
2008 9ol Baepdoll A JHE Al152F %A HLA 938
717kl Fol& 74l HLA ot g o 2] 71x] Aol digh
EES 7R on, el st 7 ERS A
7 Eoll A2-g E9] W oR /fMstA = 9lct 20104 4€
HE FAHoR AMgel7|2 Z2%H HLA DNA H¥H-2010
off ok AAAeH AR 2 T HE SheR|o] Barg v 9l
ow 165%2] gt Fafol getths). o]of tigt Fx= HLA
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Table 2. Number of alleles with official names at each HLA locus
by 31st December 2009

205

glo|EjHo] A AL E (www,ebi.ac, uk/imgt/hla)?} HLA &
8 YALo| E(hla, alleles.org) SollE AlBE L ATHTI.

o|Hof 7N H ol 7|x38 HLA WH< o= Fig. 13+
2t} &, HLA DNA H9g9 7]E1x(|. A01:01:01:02N)=
HEMOE SHOE AFol= WFFAR7F 89 FaxEK.
A B, C, DRBI, DQBI 9% 71311 9 2% BE()0 R
o 1] AATE FAIE ofehH]of RS R 7] E o] qlom,
AR A7 ghete] 25 W Zof kb o] dupl
OjAZE o] Qle ZF G99 At Fa T ASlge Hojof
817] wiizol| Fig. 13} 2o &k A5l FiS vehd 3¢ A W
Aoz A < 05 2ol F A2 Aok e}, 220)
of o5l L= ZF G ARl dupl Huake ofn| e zh
ZAge S=e §

1. 2E()e2 F=25

rr

2} o =12 2n|

HI() 25 #7]5e A
{

o|Ao] SARIAL B-& T3

HLA locus N of alleles °©

A 965 HHA = allele family)& oR|RtTh & &1, A*01:029}
B 1,543 A01:03& B Al A5 EolAdE Y] ool A*01
<D3RA GZg Azl &3 =it jhd, ghtelofl A WA E T Q)
DRB1 762 = B55:02:013F B55.07 217y @%5H4 Eo]4do] B552} BH4
ngi ?i Z AR g2A9 1719 971D 2] (45GAG>GGG, 45Glu>
DRB5 19 Gly)Rt Yet7] wfZell B55 tEf-3ARtel &31A | Aol
DQAT 35 oH8l. o] Fge] ofu]7} At Eolidol fAHIoA A7|A
A e Aol gApoR S olgt A Aol /14d
DPBI 138 of 7]9lgtch. %, HLA DNA B9 27]0)& dife] g fad
Selected from the reference [5]. Ao A SEljE ThaiRxlo] Al Eol Ak A A% %))

A*01:01:01:02N

<definition and meaning of each field of the nomenclature>

A......gene locus of the allele derived [HLA-A gene]

...... delimiter between gene locus and allele designation

01....serologic type or allele family [allelic product carries A1 serologic type]
01....subtype in an allele family [firstly identified allele in the A*07 family]
01....variation with synonymous nucleotide substitutions [firstly identified allele in the

A*01:01 subfamily]

02....variation with nucleotide substitutions in non-coding region only [secondly
identified allele in the A*01:01:01 subfamily]
N....... information on allele expression [not expressed on the cell surface]

Fig. 1. Example of an HLA allele name with description (Nomenclature-2010). lllustration in bracket [ ] provides information on each field of

the nomenclature, A*01:01:01.02N.
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A BL FL8AN intron 200 170] H71AE 2Hol(19G>T)E
Uehli= 252, 247 3 HAeh Al AR EdE A*03:01:01

npAero 2 il A Hujake fAke] vl el
ol gk F7t AEE ATk &, AU HLA A
A AlEe] Ao daEA N A5 S
Solg A7IME HolE 2L 7] Wiz EaPel A
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Ely éiﬂ el x| gt EH% Ao ‘questionable’ & 2
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A} e ot 7 EelA BaEs YAt
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Table 3. HLA-A alleles identified in Koreans
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HLA allele HLA allele
HLA specificity HLA specificity
2010 designation Pre-2010 designation 2010 designation Pre-2010 designation
A*01.01 A*0101 Al A*24:13 A*2413 A24 (9)
A*01:.02 A*0102 Al A*24:20 A2420 A24(9)
A*02:01 A*0201 A2 A*24:21 A*2421 A24 (9)
A*02:02 A*0202 A2 A24:28 A2428 A24(9)
A*02:03 A*0203 A203 A*24:30 A2430 -
A*02:05 A*0205 A2 A*24:37 A*2437 A24 (9)
A*02:06 A*0206 A2 A*24:50 A2450 -
A*02:07 A*0207 A2 A*24:74 A*2474 -
A*02:10 A*0210 A210 A24:75 A2475 -
A*02:12 A*0212 A2 A*25:01 A2501 A25 (10)
A*02:15N A*0215N Null A*26:01 A2601 A26 (10)
A02:28 A*0228 - A26:02 A"2602 A26 (10)
A*02:36 A*0236 - A*26:03 A*2603 A26 (10)
A02:41 A0241 A2 A*26:10 A*2610 A10
A*02:53N A*0253N Null A*26:14 A*2614 -
A*02:55 A*0255 - A26:18 A*2618 -
A02:61 A0261 - A*26:20 A"2620 -
A*02:76 A*0276 - A"26:32 A"2632 -
A*02:86 A*0286 - A*26:34 A2634 -
A*02:87 A*0287 - A*26:36 A*2636 -
A*02:90 A*0290 A2 A29.01 A*2901 A29 (19)
A*02:91 A*0291 - A*30:01 A*3001 A30 (19)
A*03:01 A*0301 A3 A*30:.02 A*3002 A30 (19)
A*03.02 A*0302 A3 A*30:04 A”3004 A30 (19)
A*03:19 A*0319 - A*31:01 A*3101 A31(19)
A*11:01 A*1101 A1l A*31:.02 A3102 A31(19)
A*11:.02 A*1102 A1 A’31.05 A*3105 A31(19)
A*11:04 A*1104 A1l A31:11 A3111 -
A*11:07 A*1107 A1 A*32:01 A3201 A32 (19)
A*11:20 A*1120 - A*32:08 A”3208
A*11:35 A*1135 - A*33:03 A”3303 A33(19)
A*23:01 A*2301 A23 (9) A*33.08 A”3308 A33 (19)
A24:02 A2402 A24 (9) A*33:10 A3310 -
A*24:03 A*2403 A2403 A*33:14 A*3314 -
A*24:04 A2404 A24 (9) A*33:15 A*3315 -
A*24:05 A2405 A24 (9) A"68:01 A"6801 AG8 (28)
A*24:07 A*2407 A24 (9) A*68:24 A*6824 -
A*24:08 A2408 A24(9) A’68:38 A6838 -
A*24:10 A*2410 A2403 A*69.01 A*6901 AB9 (28)

Published [12, 13] and unpublished alleles (up to the 2nd field in the nomenclature) recognized by authors as of 31st March 2010 are listed. Alleles
with frequencies of >0.5% are bolded with underline. Alleles with frequencies of 0.1-0.4% are underlined. Others are either very rare (<0.1%) or recently

characterized.

O} 2ol thest 719 vleo] S7HEAL qlof ko= =

oA WA E = HLA 72k = 3 5ol 2oz o
Sk 2 FHoMe 2272010 3E7HA]) HALE A
LH12-15] =W HLA AE7Fs25 8 Ydt niEtes &
‘:HE 5].;11.0101]/\1 HPﬂQ x—lo] 01‘— »E HLA- A B —C,
-DRBI, -DQB1 &+AA=2 AASHIT o5l 3t 4
T B8 (2010)3} o] 719 vy, T1ejar we Fs)
< Table 3—70f Y&stdrt.

AR B2 Qlol 71t 1-29 Avhe FAISHATHA.
A01:00). o] o= 53] = A Z}%E ol E3E o]

2~
A
s
oX,
ot

Ao B FHRlofA] WAH AR s gy o R
okt 4= QTR 37}X](>0.5%, 0.1-0.4%, <0.1%)E 55}
o FASIATt FAIA] F=lofA WAE null tH-F-4A

= A*02:15NTF A*2:53N0)
g— Z{Q_ 5]—;}0]01] }_xﬁs}h
-8 4A 7} %= DRBI714:54 (Table 6)&

ltHTable 3).
Ro ozl

T gt 7] £7]
7)2&9] DRBI*14:01
Z|to]

T A

[15]. DRBI*14:54= DRBI*14:01:013} codon 112 (exon 3)]|
Frst= e G7IAE Ao

o)Al ZFo](His>Tyr) &

(CAC> TAC)E LFehdiTt,
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Table 4. HLA-B alleles identified in Koreans

HLA allele HLA allele
HLA specificity HLA specificity
2010 designation Pre-2010 designation 2010 designation Pre-2010 designation
B*07:.02 B*0702 B7 B*39:10 B*3910 B39 (16)
B*07:05 B*0705 B7 B*40:01 B*4001 B60 (40)
B*07.31 B0731 - B*40:.02 B*4002 B61 (40)
B07:43 B*0743 - B*40:03 B*4003 B61 (40)
B08:.01 B0801 B8 B*40:06 B*4006 B61 (40)
B*13:01 B*1301 B13 B*40:21 B*4021 -
B*13:02 B*1302 B13 B*40:.26 B*4026 B21
B*14:.01 B*1401 B64 (14) B*40:40 B*4040 -
B*14:02 B*1402 B65 (14) B*40:49 B*4049 -
B*15:.01 B*1501 B62 (15) B*40.62 B*4062 -
B*15.02 B*1502 B75(15) B*40:71 B*4071 -
B*15:03 B*1503 B72(70) B*40:73 B*4073 -
B*15:.07 B*1507 B62 (15) B*40:83 B*4083 -
B*15:08 B*1508 B75(15) B*40:85 B*4085 -
B*15:10 B*1510 B71(70) B*41:01 B*4101 B41
B*15:11 B*1511 B75(15) B*42:01 B*4201 B42
B*15:12 B*1512 B76 (15) B*44:02 B*4402 B44 (12)
B*15:14 B*1514 B76 (15) B*44:03 B*4403 B44 (12)
B*15:17 B*1517 B63 (15) B*45:01 B*4501 B45 (12)
B*15:18 B*1518 B71(70) B*46:01 B*4601 B46
B*15:25 B*1525 B62 (15) B*46:17 B*4617 -
B*15:27 B*1527 B62 (15) B*47.01 B*4701 B47
B*15:.28 B*1528 B62 (15) B*48:01 B*4801 B48
B*15:29 B*1529 B15 B*48:11 B*4811 -
B*15:30 B*1530 B62 (15) B*49:01 B*4901 B49 (21)
B*15:32 B*1532 B62 (15) B*50:01 B*5001 B50 (21)
B*15:35 B*1535 B62 (15) B*51:01 B*5101 B51(5)
B*15.38 B*1538 - B*51:02 B*5102 B5102
B*15:58 B*1558 B62 (15) B*51.06 B*5106 B51(5)
B*15:68 B*1568 B35 B*51:24 B*5124 B51 (5)
B*15:78 B*1578 B15 B*51.37 B*5137 -
B*15:85 B*1585 - B*51:58 B*5158 -
B*15:87 B*1587 - B*52:01 B*5201 B52 (5)
B*18:.01 B*1801 B18 B*52:06 B*5206 B52 (5)
B27.04 B*2704 B27 B*54:01 B*5401 B54 (22)
B*27:05 B*2705 B27 B*54:19 B*5419 -
B*27:.07 B*2707 B27 B*55.01 B*5501 B55 (22)
B27:20 B*2720 B27 B*55:02 B*5502 B55 (22)
B*35:01 B*3501 B35 B*55.04 B*5504 B55 (22)
B*35.02 B*3502 B35 B*55:.07 B*6507 B54 (22)
B*35:.03 B*3503 B35 B*55:13 B*5513 -
B*35.05 B*3505 B35 B*65:19 B*5519 -
B*35:08 B*3508 B35 B*56.01 B*5601 B56 (22)
B*35:11 B*3511 B35 B*56:03 B*5603 B22
B*35:31 B*3531 - B*56:04 B*5604 B56 (22)
B*35:63 B*3563 - B*56.:0 B*5605 B56 (22)
B*35.64 B*3564 - B*57:01 B*5701 B57 (17)
B*37:01 B*3701 B37 B*57.02 B*5702 B57 (17)
B*37:.05 B*3705 - B*58:01 B*5801 B58 (17)
B*38:01 B*3801 B38(16) B*68:02 B*6802 -
B*38:02 B*3802 B38 (16) B*58:13 B*5813 -
B*39:01 B*3901 B3901 B*59:01 B*5901 B59
B*39:02 B*3902 B3902 B*67:01 B*6701 B67
B*39.04 B*3904 B39 (16) B*81:01 B*8101 B81
B*39:05 B*3905 B39 (16)

Published [12, 13] and unpublished alleles (up to the 2nd field in the nomenclature) recognized by authors as of 31st March 2010 are listed. Alleles
with frequencies of >0.5% are bolded with underline. Alleles with frequencies of 0.1-0.4% are underlined. Others are either very rare (<0.1%) or recently
characterized.
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Table 5. HLA-C alleles identified in Koreans
HLA allele HLA allele
HLA specificity HLA specificity

2010 designation Pre-2010 designation 2010 designation Pre-2010 designation

Ccr01.02 c0102 Cwi1 Cc*06:12 c0612 -

C*01:.03 c*0103 Cw1 c*0r.01 c*o7ot Cw7

co1:11 co111 - c07:02 cor02 Cw7

c*02:02 c*0202 Cw2 C*07:04 C*0704 Cw7

C*03:02 c*0302 Cw10 (w3) C*07:06 Cc*0706 Cw7

C*03:03 C*0303 Cw9 (w3) Cc*08:01 c*o801 Cw8

C*03:04 C*0304 Cw10 (w3) Cc*08:02 c*0802 Cw8

C*03:38 C*0338 - C*08:03 C*0803 Cw8

C703:46 C*0346 Cw10 (w3) C*08:06 C*0806 -

C*03:49 C*0349 - c*12:02 C*1202 -

C*04.01 C*0401 Cw4 C*12:03 C*1203 -

C*04:03 C*0403 - C*14:.02 C*1402 -

C*04:36 C*0436 - C*14:03 C*1403 -

C*05:01 C*0501 Cwbs C*15:.02 C*1502 -

C*06:02 c*0602 Cwé C*15:05 C*1505 -

Published [12] and unpublished alleles (up to the 2nd field in the nomenclature) recognized by authors as of 31st March 2010 are listed. Alleles with
frequencies of >0.5% are bolded with underline. Alleles with frequencies of 0.1-0.4% are underlined. Others are either very rare (<0.1%) or recently

characterized.

A*01010101 — A*01:01:01:01 A*9201 — A*02:101

A*330301 — A*33:03:01 A*9202 — A*02:102

B*39010102L — B*39:01:01:02L A*9203 — A*02:103 ...etc

B*1507 nd B*15:07

DRB1*07010101 — DRB1%07:01:01:01 B*9501 — B*15:101

DRB1*1454 — DRB1*14:54 B*9502 — B*15:102

DQB1*060201 — DQB1%06:02:01 B*9503 — B*15:103....etc
DQB1*0626N — DQB1*06:26N ...etc e
DPB1%0102 — DPB1*100:01 Cw*0103 — C*01:03

DPB1%0203 — DPB1*101:01 Cw*020201 — C*02:02:01

DPB1*0302 — DPB1*102:01 cw0322Q — Cc03:22Q

DPB1%0403 — DPB1*103:01...etc e Cw*07020101 — C*07:02:01:01...etc Q

Fig. 2. Example of HLA allele names converted from old to new version of the nomenclature. (A) General examples of name conversion
for HLA-A, -B, -DRB1, and -DQB1 alleles. (B) Examples of name conversion for A*92 and B*95 allele families. (C) Examples of name con-
version for DPB1 alleles. (D) Examples of name conversion for C alleles.
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Table 6. HLA-DRB1 alleles identified in Koreans

Korean J Lab Med 2010;30:203-17

HLA allele HLA allele
HLA specificity HLA specificity
2010 designation Pre-2010 designation 2010 designation Pre-2010 designation

DRB1%01:01 DRB1*0101 DR1 DRB1*11:06 DRB1*1106 DR11(5)
DRB1*01:02 DRB1*0102 DR1 DRB1*11:08 DRB1*1108 DR11(5)
DRB1*03:01 DRB1*0301 DR17 (3) DRB1*11:11 DRB1*1111 DR11(5)
DRB1*03:04 DRB1*0304 DR17 (3) DRB1*12:01 DRB1*1201 DR12(5)
DRB1*04:01 DRB1*0401 DR4 DRB1*12:02 DRB1*1202 DR12(5)
DRB1*04:02 DRB1*0402 DR4 DRB1*12:05 DRB1*1205 DR12 (5)
DRB1*04:03 DRB1*0403 DR4 DRB1*12:06 DRB1*1206 DR12 (5)
DRB1*04:04 DRB1*0404 DR4 DRB1*12:07 DRB1*1207 -
DRB1*04:05 DRB1*0405 DR4 DRB1*12:08 DRB1*1208 -
DRB1*04:06 DRB1*0406 DR4 DRB1*12:10 DRB1*1210 -
DRB1*04:07 DRB1*0407 DR4 DRB1*12:13 DRB1*1213 -
DRB1*04.08 DRB1*0408 DR4 DRB1*12:17 DRB1*1217 -
DRB1*04:10 DRB1*0410 DR4 DRB1*13:01 DRB1*1301 DR13(6)
DRB1*04:22 DRB1*0422 DR4 DRB1*13:02 DRB1*1302 DR13 (6)
DRB1*04:45 DRB1*0445 - DRB1*13:06 DRB1*1306 DR13(6)
DRB1*04:51 DRB1*0451 - DRB1*13:07 DRB1*1307 DR13(6)
DRB1*04:68 DRB1*0468 - DRB1*13:10 DRB1*1310 DR13 (6)
DRB1%07:01 DRB1*0701 DR7 DRB1*13:12 DRB1*1312 DR13(6)
DRB1*07:04 DRB1*0704 DR7 DRB1*13:39 DRB1*1339 -
DRB1*07:05 DRB1*0705 - DRB1*14:02 DRB1*1402 DR14 (6)
DRB1*08:01 DRB1*0801 DR8 DRB1*14:03 DRB1*1403 DR1403
DRB1*08:02 DRB1*0802 DR8 DRB1*14:04 DRB1*1404 DR1404
DRB1*08:03 DRB1*0803 DR8 DRB1*14:05 DRB1*1405 DR14 (6)
DRB1708:04 DRB1*0804 DR8 DRB1*14.06 DRB1*1406 DR14 (6)
DRB1*08:06 DRB1*0806 DR8 DRB1*14:07 DRB1*1407 DR14 (6)
DRB1*08:09 DRB1*0809 DR8 DRB1*14:10 DRB1*1410 DR14 (6)
DRB108:13 DRB1*0813 - DRB1*14:12 DRB1*1412 DR14 (6)
DRB1*08:29 DRB1*0829 - DRB1*14:44 DRB1*1444 -
DRB1*09:01 DRB1*0901 DR9 DRB1*14:54 DRB1*1454 -
DRB1709:04 DRB1*0904 - DRB1*14:56 DRB1*1456 -
DRB1*09:08 DRB1*0908 - DRB1*14:78 DRB1*1478 -
DRB1*10:01 DRB1*1001 DR10 DRB1*15:01 DRB1*1501 DR15(2)
DRB1*11:01 DRB1*1101 DR11(5) DRB1*15.02 DRB1*1502 DR15(2)
DRB1*11:02 DRB1*1102 DR11 (5) DRB1*15:03 DRB1*1503 DR15(2)
DRB1*11:03 DRB1*1103 DR11(5) DRB1*15:04 DRB1*1504 DR15(2)
DRB1*11:04 DRB1*1104 DR11 (5) DRB1*16:02 DRB1*1602 DR16 (2)

Published [12-15] and unpublished alleles (up to the 2nd field in the nomenclature) recognized by authors as of 31st March 2010 are listed. Alleles
with frequencies of >0.5% are bolded with underline. Alleles with frequencies of 0.1-0.4% are underlined. Others are either very rare (<0.1%) or
recently characterized. Recent study has revealed that previously assigned DRB1*14:01 in Koreans were actually DRB1*14:54 [15].
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Table 7. HLA-DQB1 alleles identified in Koreans

HLA allele
HLA
2010 Pre-2010 specificity
designation designation
DQB1*02:01 DQB1*0201 DQ2
DQB1*02:02 DQB1*0202 DQ2
DQB1*03:01 DQB1°0301 DQ7 (3)
DQB1*03:02 DQB1*0302 DQ8 (3)
DQB1*03:03 DQB1*0303 DQ9 (3)
DQB1°03:14 DQB1°0314 -
DQB1*04:01 DQB1°0401 DQ4
DQB1"04:02 DQB1*0402 DQ4
DQB1*05:01 DQB1°0501 DQ5 (1)
DQB1*05:02 DQB1*0502 DQ5 (1)
DQB1"05:03 DQB1°0503 DQ5 (1)
DQB1*06:01 DQB10601 DQ6 (1)
DQB1*06:02 DQB1*0602 DQ6 (1)
DQB1*06:03 DQB1*0603 DQ6 (1)
DQB1*06:04 DQB1°0604 DQ6 (1)
DQB1*06:09 DQB1°0609 DQ6 (1)

Published [12] and unpublished alleles (up to the 2nd field in the nomen-
clature) recognized by authors as of 31st March 2010 are listed. Alleles
with frequencies of >0.5% are bolded with underline. Others are either
very rare (<0.1%) or recently characterized.
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Table 8. DPB1 alleles showing drastic changes in Nomenclature-
2010

2010 designation Pre-2010 designation
DPB1*100:01 DPB1*0102
DPB1*101:.01 DPB1*0203
DPB1*102:01 DPB1*0302
DPB1*103:01 DPB1*0403
DPB1*104.01 DPB1*0502
DPB1*105:01 DPB1*0602
DPB1*106:01 DPB1*0802
DPB1*107:01 DPB1*0902
DPB1*108:01 DPB1*1002
DPB1*109:01 DPB1*1102
DPB1*110:01 DPB1*1302
DPB1*111:01 DPB1*1402
DPB1*112:01 DPB1*1502
DPB1*113:01 DPB1*1602
DPB1*114:01 DPB1*1702
DPB1*115:01 DPB1*1802
DPB1*116:01 DPB1*1902
DPB1*117:01 DPB12002
DPB1*118:01 DPB172102
DPB1*119:01 DPB1*2202
DPB1*120:01N DPB1*2302N
DPB1*121.01 DPB172402
DPB1*122:01 DPB172502
DPB1*123:01 DPB1*2602
DPB1*124:01 DPB1*2702
DPB1*125:01 DPB172802

Selected from the reference [5].
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Table 9. HLA ‘P’ groups selected for Koreans

Qroup N. of alleles Alleles within group
designation  in group

A01:01P 17 A*01:01:01:01/01:01.02/01:01:03/01:01:04/01:01:05/01:01:06/01:01:07/01:01.08/01:01:09/01:01:10/01.01:11/01:01: 12/
01:01:13/01:01:14/01:32/01:37/01:45

A*02:01P 54 A*02:01:01:01/02:01:01:02L/02:01.01:03/02:01:02/02:01.03/02:01:04/02:01:05/02:01.06/02:01:07/02:01:08/02:01.09/
02:01:10/02:01:11/02:01:12/02:01:13/02:01:14/02:01:15/02:01:17/02:01:18/02:01:19/02:01:21/02:01:22/02:01.25/
02:01:24/02:01:25/02:01:26/02:01:27/02:01:28/02:01:29/02:01:30/02:01:31/02:01:32/02:01:33/02:01:34/02:01.35/
02:01:36/02:01:37/02:01:38/02:01:39/02:01:40/02:01:41/02:01:42/02:01:43/02:01:44/02:01:45/02:09/02:66/02: 75/
02:89/02:97:01/02:97:02/02:132/02:134/02:140

A*02:03P 2 A*02:03:01/02:03:.02

A*02:05P 4 A*02:05:01/02:05:02/02:05:03/02: 179

A’02:06P 10 A*02:06:01/02:06:02/02:06:03/02:06:04/02:06.05/02:06:06/02:06:07/02:06:08/02:06:09/02: 126

A03.01P 22 A*03:01:01:01/03:01.01.03/03:01:02/03:01:03/03:01:04/03:01:05/03:01:06/03:01.07/03:01:08/03:01:09/03:01:10/03:01: 11/
03:01:12/03:01:13/03:01:14/03:01:15/03:01:16/03.:01:17/03:20/03:26/03:37/03:45

A*11:.01P 17 A*11:01:01/11:01:02/11:01:03/11:01:04/11:01:05/11:01.06/11:01:07/11:01:08/11:01:09/11:01:10/11:01: 11/11.01:12/
11:01:13/11:01:14/11.01:15/11:01:16/11:01:17

A*11.02P 4 A*11:02:01/11:02:02/11:02:03/11:53

A*23.01P 6 A*23:01:01/23:01:02/23:17/23:18/23:19Q/23:20

A24:.02P 34 A*24:02:01:01/24:02:01:02L/24:02:02/4.02:03/24:02:04/24:02:05/24:02:06/24:02:07/24:02:08/24:02:09/24:02: 10/
24:02:11/24:02:12/24.02:13/24:02:14/24.02:15/24:02:16/24:02:17/24.02: 18/24:02: 19/24:02:20/24.02:21/24:02:22/
24:02:23/24:02:24/24:02:25/24:02:26/24:02:27/24:02:28/24.02:29/24:02:30/24:02:31/24.:76/24:79

A*24:.03P 3 A*24:03:01/24:03:02/24:33

A24:13P 2 A*24:13:01/24:13:02

A25.01P 3 A*25:01:01/25:01:02/25:07

A26:01P 15 A*26:01:01/26:01:02/26:01:03/26:01:04/26:01:05/26:01.06/26:01:07/26:01.08/26:01:09/26:01:10/26:01:11/26:01: 12/
26:01:13/26:24/26:26

A”26:03P 2 A*26:03:01/26:03:02

A*29.01P 2 A*29:01:01:01/29.01.02

A*30.01P 4 A*30:01:01/30:01:02/30:01.03/30:24

A*30.02P 6 A*30:02:01/30:02:02/30:02:03/30:02:04/30:02:05/30:33

A”31.01P 7 A*31:01:02/31:01:03/31:01.04/31:01:05/31:01:06/31:01:07/31.23

A32:01P 5 A*32:01:01/32:01:02/32:01:03/32:01:04/32:01.05

A”33.03P 7 A*33:03:01/33:03:02/33.03:03/33:03:04/33:03:05/33:15/33:25

A*68.01P 8 A*68:01:01/68:01:02/68:01:03/68:01:04/68:01.05/68:01:06/68:01:07/68:33

B*07.02P 23 B*07:02:01/07:02:02/07:02:03/07:02:04/07:02:05/07.02:06/07:02:07/07.02:08/07:02:09/07:02: 10/07:02:11/07:02: 12/
07:02:13/07:02:14/07:02: 15/07:02:16/07:02: 17/07:02: 18/07:02:19/07:44/07:58/07:59/07 6 1

B*07:.05P 5 B*07:05:01/07:05:02/07:05:03/07:05.04/07:06

B08:01P 10 B*08:01:01/08:01:02/08:01:03/08:01:04/08:01:05/08:01:06/08:01:07/08:01:08/08:01:09/08:01: 10

B*13.01P 3 B*13:01:01/13:01:02/13:01.03

B*13.02P 7 B*13:02:01/13:02:02/13:02:03/13:02:04/13:02:05/13:02:06/13:02:07

B*14.02P 5 B*14:02:01/14:02:02/14:02:03/14.02:04/14:02:05

B*15.01P 19 B*15:01:01:01/15:01:02/15:01.03/15:01:04/15:01:06/15:01.07/15:01:08/15:01:09/15:01:10/15:01:11/15:01:12/15:01:153/
15:01:14/15:01:15/15:01:16/15:102/15:104/5:140/15: 146

B*15.02P 4 B*15:02:01/15:02:02/15:02:03/15:02:04

B*15.03P 4 B*15:03:01/15:03:02/15:03:03/15:103

B*15:10P 2 B*15:10:01/15:10:02

B*15:11P 4 B*15:11:01/15:11:02/15:11:03/15:11.04

B*15:12P 2 B*15:12/15:19

B*15:17P 3 B*15:17:01:01/15:17:01:02/15:17:.02

B*15:18P 4 B*15:18:01/15:18:02/15:18:03/15:18:04

B*15:25P 2 B*15:25:01/15:25:02

B*15:.27P 3 B*15:27.01/15:27:02/15:27.03

B*15:38P 2 B*15:38:01/15.38:02

B*15:78P 2 B*15:78:01/15:78:02

B*18:01P 8 B*18:01:01/18:01:02/18:01:03/18:01:04/18:01:05/18:01:06/18:01:07/18:01:08

B*27.04P 3 B*27:04:01/27:04:02/27:04.03

B*27.05P 13 B27:05:02/27.05:03/27.:05:04/27:05:05/27.:05:06/27:06:07/27:05:08/27:05:09/27:05: 10/27:05:11/27:05:12/27.05:13/27:13

B*35.01P 23 B*35:01:01/35:01:02/35:01:03/35:01:04/35:01:05/35:01:06/35:01:07/35:01:08/35:01:09/35.01:10/35:01:11/35:01: 12/
35:01:13/35:01:14/35:01:15/35:01:16/35:01:17/35:01:18/35.01:19/35:42:01/35:42:02/35:57/35:94

B*35.02P 4 B*35:02:01/35:02:02/35:02:03/35:02:04

(Continued to the next page)
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Table 9. (Continued from the previous page) HLA ‘P’ groups selected for Koreans

Qroup N. of alleles Alleles within group

designation  in group

B*35.03P 5 B*35:03:01/35:03:02/35:03:03/35:03:04/35:70

B*35.05P 2 B35:05:01/35:05:02

B*35.08P 4 B*35:08:01/35:08:02/35:08:03/35:08:04

B*37.01P 7 B*37:01:01/37:01:02/37:01.03/37:01:04/37:01:05/37:01.06/37:.01:07

B*38.01P 4 B*38:01:01/38:01:02/38:01.03/38:01:04

B*38:.02P 3 B*38:02:01/38:02:02/38:18

B*39.01P 12 B*39:01:01:01/39:01:01:02L/39:01.03/39:01:04/39:01:05/39:01:06/39:01:07/39:01:08/39:01.09/39:01:10/39:01:11/39:46

B*39:.02P 2 B*39:02:01/39:.02:02

B*39:05P 2 B*39:05:01/39:05:02

B*40.01P 1 B*40:01:01/40:01:02/40:01.03/40:01:04/40:01:05/40:01.06/40:01:07/40:01:08/40:01.:09/40:01:10/40:55

B*40:02P 12 B*40:02:01/40:02:02/40:02:03/40:02:04/40:02:05/40:02:06/40.02:07/40:02:08/40:02:09/40.02: 10/40:56/40:97

B*40:06P 3 B*40:06:01:01/40:06:01:02/40:06:02

B*42:01P 2 B*42:01:01/42:01:.02

B*44:02P 16 B744:02:01:01/44:02:01:025/44:02:02/44:02:03/44.02:04/44:02:05/44:02:06/44.02:07/44:02:08/44.02:09/44.02: 10/
44:02:11/44:02:12/44.02: 13/44:.27/44.:66

B*44.03P 1 B*44:03:01/44:03:02/44:03:03/44.03:04/44:03.:05/44.03:06/44.03:07/44:03:08/44.03:09/44.03: 10/44:03: 11

B*45.01P 2 B*45:01/45:07

B*46:01P 4 B*46:01:01/46:01:02/46:01.03/46:01:04

B*47.01P 2 B*47:01:01:01/47:01:01:02

B*48:.01P 3 B*48:01:01/48:01:02/48:09

B*49.01P 2 B*49:01:01/49:01.02

B*50.01P 2 B*50:01:01/50.01:02

B*51:.01P 21 B*51:01:01/51.01:02/51:01:03/51:01:04/51:01:05/51:01:06/51:01:07/51:01:08/51:01:09/51:01:10/51:01:11/51:01: 12/
51:01:13/51.01:14/51:01:15/51:01:16/51.01:17/51:30/51:32/51:48/51.51

B*51:02P 4 B*51.02:01/51:02:02/51:02:03/51.:02:04

B*51:24P 3 B*51.24:01/51:24:02/51:24.03

B*62:01P 6 B*52:01:01/52:01:02/52:01:03/52:01:04/52:01:05/52:07

B*52:06P 2 B*52:06:01/52:06:02

B*54:.01P 2 B*54:01/54:17

B*55.01P 6 B65:01:01/565:01:02/55:01:03/55:01:04/55:01:05/55:01:06

B*55:02P 5 B*55.02:01/55:02:02/55:02:03/55:02:04/55:02:05

B*56:01P 5 B*56:01:01/56:01:02/56:01:03/56:01:04/56:24

B*56:05P 2 B*56:05:01/56:05:02

B*57.01P 8 B*57:01:01/57:01:02/57:01.03/57:01:04/57.:01:05/57:01.06/57.01:07/57:29

B*57:.02P 2 B*57:02:01/57.02:02

B*58:.01P 5 B*58:01:01/58:01:02/58:01.03/58:01:04/58:11

B*67.01P 2 B*67.01:01/67.01:.02

B*81:.01P 3 B*81.01/81:02/81:03

c*01:.02P 1 C*01:02:01/01:02:02/01.02:03/01:02:04/01:02:05/01.02:06/01:02:07/01:02:08/01:02:09/01:11/01:25

C*01:03P 2 C*01:03/01:24

C*02:02P 12 C*02:02:01/02:02:02/02:02:03/02:02:05/02:02:06/02:02:07/02:02:08/02:02:09/02:02:10/02:02:11/02: 10/02:29

C*03:02P 6 C03:02:01/03:02:02/03:02:03/03:02:04/03:02:05/03:02:06

C*03.03P 12 C*03:03:01/03:03:02/03:03:03/03:03:04/03.03:05/03:03:06/03:03:07/03:03:08/03:03:09/03:03: 10/03:03: 11/03:62

C*03:.04P 20 C03:04:01:01/03:04:01:02/03:04:02/03:04:03/03:04:04/03:04:05/03:04:06/03:04:07/03:04.08/03:04:09/03:04: 10/03:04: 11/
03:04:12/03:04:13/03:04:14/03:04:15/03:04:16/03:04:17/03:04:18/03:04:19

C*03:38P 2 C*03:38:01/03:38:02

Cc04:01P 21 C04:01:01:01/04:01:01:02/04:01:01:03/04:01:02/04:01.03/04:01:04/04:01.05/04:01:06/04.01:07/04:01:08/04.01:09/
04:01:10/04:01:11/04:01:12/04:01:13/04.01:14/04:01:15/04.01:16/04.28/04:30/04:4 1

C*05.01P 16 C*05:01:01:01/05:01:01.02/05:01:02/05:01:03/05:01.04/05:01:05/05:01:06/05:01.07/05:01:08/05.01:09/05.01:10/05:01: 11/
05:01:12/05:01:13/05:03/05:37

C*06:02P 6 C*06:02:01:01/06:02:01.02/06:02:03/06:02:04/06:02:05/06:17

cror.01P 15 C*07:01:01/07:01.02/07:01:03/07:01:04/07:01:05/07:01.06/07:01:07/07:01:08/07:01:09/07:.01:10/07:01:11/07.01: 12/
07:.06/07:18/07:52

c*o7.02P 19 C*07:02:01:01/07:02:01:02/07:02:01:03/07:02:02/07:02:03/07:02:04/07.02:05/07:02:06/07.02:07/07:02:08/07.02:09/
07:02:10/07:02:11/07:02:12/07:02:13/07:02: 14/07:50/07.66/07:74

Cc*07.04P 4 C*07:04:01/07:04:02/07:04:03/07:11

c*08:01P 5 C*08:01:01/08:01:02/08:20/08:22/08:24

Cc*08:02P 3 C*08:02:01/08:02:02/08:02:03

(Continued to the next page)
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Table 9. (Continued from the previous page) HLA ‘P’ groups selected for Koreans

Qroup N. of alleles Alleles within group

designation in group

C*08:03P 2 C08:03:01/08:03:02

C*12:02P 5 C*12:02:01/12:02:02/12:02:03/12:02:04/12:02:05

C*12:03P 13 C*12:03:01:01/12:03:01.02/12:03:02/12:03:03/12:03:04/12:03:05/12:03:06/12:03:07/12:03:08/12:03:09/12:03: 10/12:03: 11/
12:23

C*14.02P 5 C*14:02:01/14:02:02/14.02:03/14:02:04/14:11

C*15:02P 6 C*15:02:01/15:02:02/15:02:03/15:02:04/15:02:05/15:13

C*15:05P 4 C*15:05:01/15:05:02/15:05:03/15:05:04

DRB1*01:.01P 18 DRB1%01:01:01/01:01:02/01.01:03/01:01:04/01:01.05/01.01:06/01:01:07/01:01:08/01.01:09/01:01:10/01:01:11/01.01: 12/
01:01:13/01:01:14/01:01:15/01:01:16/01:01:17/01:01:18

DRB1*01:02P 5 DRB1%01:02:01/01:02:02/01.02:03/01:02:04/01:02:05

DRB1*03:01P 10 DRB1%03:01:01:01/03:01:01:02/03:01:02/03:01:03/03:01.04/03:01:05/03:01:06/03:01:07/03:01:08/03:01:09

DRB1*04:01P 6 DRB104:01:01/04:01:02/04:01:03/04:01:04/04:01:05/04.01:06

DRB1*04:03P 5 DRB1704:03:01/04:03:02/04:03:03/04:03:04/04:03.05

DRB1%04:04P 5 DRB1704:04:01/04:04:02/04:04:03/04:04:04/04:04.05

DRB1704:05P 10 DRB1%04:05:01/04:05:02/04:05:03/04:05:04/04.05.:05/04.:05:06/04:05:07/04.:05:08/04:05:09/04:05: 10

DRB1*04:06P 3 DRB1%04:06:01/04:06:02/04:06:03

DRB1*04:07P 4 DRB1704:07:01/04:07:02/04:07:03/04:07:04

DRB1*04:08P 2 DRB1704:08:01/04:08:02

DRB1*07:01P 4 DRB1%07:01:01:01/07:01.01.02/07:01:02/07:01:03

DRB1*08:01P 5 DRB1708:01:01/08:01:02/08:01:03/08:01:04/08:01.05

DRB1%08:02P 3 DRB1708:02:01/08:02:02/08:02:03

DRB1*08:04P 5 DRB1708:04:01/08:04:02/08:04:03/08:04:04/08:04:05

DRB1*09:01P 6 DRB1%09:01:02/09:01:03/09:01:04/09:01:05/09:01:06/09:01:07

DRB1*10:01P 3 DRB1*10:01:01/10:01:02/10:01:03

DRB1*11:.01P 11 DRB1*11:01:01/11:01:02/11:01:03/11:01:04/11:01.05/11:01:06/11:01.07/11:01:08/11.01:09/11:01: 10/11:01:11

DRB1*11:.02P 2 DRB1*11:02:01/11:02:02

DRB1*11:04P 5 DRB1*11:04:01/11:04:02/11:04:03/11:04:04/11:04.05

DRB1*11:.06P 2 DRB1*11:06:01/11:06:02

DRB1*11:08P 2 DRB1*11:08:01/11:08:02

DRB1*11:11P 2 DRB1*11:11:01/11:11:02

DRB1*12:01P 6 DRB1*12:01:01/12:01:02/12:01:03/12:06/12: 10/12:17

DRB1*12:02P 4 DRB1*12:02:01/12:02:02/12:02:03/12:02:04

DRB1*13:.01P 7 DRB1*13:01:01/13:01:02/13:01:03/13:01:04/13:01:05/13:01:06/13:01.:07

DRB1*13:02P 3 DRB1*13:02:01/13:02:02/13:02:03

DRB1*13:07P 2 DRB1*13:07:01/13:07:02

DRB1*14:01P 4 DRB1*14:01:01/14:01:02/14:01:03/14:54

DRB1*14:03P 2 DRB1*14:03:01/14:03:02

DRB1*14:05P 3 DRB1*14:05:01/14:05:02/14:05:03

DRB1*14:.06P 2 DRB1*14:06:01/14:06:02

DRB1*14:07P 2 DRB1%14:07:01/14:07:02

DRB1*14:44P 2 DRB1*14:44:01/14:44:.02

DRB1*15:01P 13 DRB1*15:01:01:01/15:01:01:02/15:01:02/15:01:03/15:01:04/15:01:05/15:01:06/15:01:07/15.01:08/15:01:09/15:01: 10/
15:01:11/15:01:12

DRB1*15:02P 7 DRB1*15:02:01/15:02:02/15:02:03/15:02:04/15:02:05/15:02:06/15:02:07

DRB1*15:03P 2 DRB1*15:03:01:01/15:03:01:02

DRB1*16:02P 2 DRB1*16:02:01/16:02:02

DQB1702:01P 4 DQB1702:01:01/02:01.02/02:02/02:04

DQB1*03:01P 9 DQB103:01:01/03:01:02/03:01:03/03:01:04/03:09/03: 19/03:21/03:22/03:24

DQB1%03:02P 4 DQB1%03:02:01/03:02:02/03:02:03/03:02:04

DQB1*03:03P 2 DQB1703:03:02/03:03:03

DQB1*04:01P 2 DQB1704:01:01/04:01:02

DQB1705:01P 2 DQB1705:01:01/05:01:02

DQB1705:02P 2 DQB1705:02:01/05:02:02

DQB1%05:03P 2 DQB1705:03:01/05:03:02

DQB1*06:01P 5 DQB1706:01:01/06:01:02/06:01:03/06:01:04/06:01:05

DQB1%06:02P 2 DQB1706:02:01/06:02:02

DQB1*06:03P 2 DQB1706:03:01/06:03:02

DQB1706:04P 7 DQB1706:04:01/06:04:02/06:04:03/06:34/06:36/06:38/06:39

Groups were selected from the full list (http:/hla.alleles.org/nomenclature/p_groups.html) based on Table 3-7.
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Qroup N. of alleles Alleles within group Qroup N of alleles Alleles within group
designation in group designation in group
A01:.01.01G 8  A01.01:01:01/01:01:01.02N/01:04N/ B*62:01.01G 2 B*52:01.01/52:07
01:22N/01:32/01:34N/01:37/01:45 B*54:01:.01G 2 B54:.01/54:17
A*02:01:01G 19 A02:01:01:01/02:01:01.02L/ B*65:01.01G 2 B*65:01:01/55:01.03
02:01:01:03/02:01:08/02:01:11/02:01: 14/ B*65:02:01G 2 B*65:02:01/55:02:05
02:01:15/02:01:21/02:09/02:43N/02:66/ B*66:01.01G 2 B*56:01.01/56:24
02:75/02:83N/02:89/02:97:01/02:97:02/ B*57:01:.01G 2 B*%67.01.01/57:29
02:132/02:134/02:140 B*68:01:01G 3 B*68:01.01/58:01:04/58:11
A02:05:01G 2 A02:05:01/02:179 B*81:01.01G 3  B*81.01/81.02/81.03
A*02:06.01G 2  A02:06.01/02:126 C*01:02:01G 3 C01:02:01/01.02:02/01:25
A*02:07.01G 2 A02:07/02:15N C*01:03.01G 2 C01:03/01:24
A*03.01.01G 9  A*03:01.01.01/03:01:01:02N/03:01:01:03/ C*02:02:02G 2 C02:02:02/02:29
03:01:07/03:20/03:21N/03:26/03:37/03:45 C03:02:01G 3  C03:02:01/03:02:02/03:02:03
A*11:01:01G 2 A*1.01.01/11:21N C*03:03:01G 3 C"03:03.01/03:20N/03:62
A*11:.02.01G 3 A*11:02:01/11:02:03/11.53 C*03:04:01G 3 C03:04:01:01/03:04:01:02/03:04:03
A23.01.01G 5  A*23:01:01/23.07N/23:17/23:18/23:20 C*04:01:.01G 7 C704.01:01.01/04.01:01:02/04:01:01.03/
A24:.02.01G 12 A*24:02:01:01/24:02:01.02L/24.02:03/ 04:09N/04:28/04:30/04:41
24.02:10/24:02:13/24:02:31/24:09N/ C*05:01:01G 6  C05:01:01:01/05:01:01:02/05:01:04/
24:11N/24:40N/24:76/24:79/24.83N 05:01:05/05:03/05:37
A24:.03.01G 2 A24:.03.01/24:33 C*06:02:01G 3 C06:02:01:01/06:02:01:02/06:02:03
A25.01.01G 2 A25.01.01/25:07 C*07:01:.01G 6  C707.01:.01/07:.01.02/07:01:09/07.:06/
A*26:.01.01G 4 A26:01.01/26:01:07/26:24/26:26 07:18/07:52
A*29:01:01G 2 A"2901.01:01/29:01:01:02N C*07:02:01G 6  C'07:.02:01:01/07:02:01.02/07:02:01:03/
A30:.01.01G 3 A"30:01.01/30:01:02/30:24 07:50/07.66/07:74
A30:02.01G 3 A’30:02:01/30:02:02/30:33 C*07:04:01G 2 C07.04.01/07:11
A31:.01.02G 3 A’31:01.02/31:14N/31:23 C*08:01:.01G 4 (C'08:01:01/08:20/08:22/08:24
A*32:01.01G 2 A'3201.01/32:01.02 C*12:02:01G 2 C*12:02:01/12.02.02
A"33.03.01G 4 A*33:03:01/33:03:03/33:15/33:25 C*12:03:01G 4 (C*12:03:01:01/12:03:01:02/12:03.06/12:23
A'68:.01.01G 2 A"68:01.01/68:01.07 C*15:02:01G 2 (C*15:02:01/15:13
A'68:.01.02G 3 A"68:01.02/68:11N/68:33 C*15:05:01G 3 C*15:05:01/15.05:02/15:05:03
B07.02:01G 8  B07.02:01/07:02:06/07.02:09/07:44/ DRB1%01:01:01G 2  DRB1*01.01:01/01.01:05
07:49N/07:58/07:59/07:61 DRB1*03:01:01G 3  DRB1*03:01.01.01/03:01:01:02/03:01.08
B07.05:01G 2  B07:.05.01/07:06 DRB1704:03:01G 2  DRB1704.03:01/04:03:03
B08:01.01G 2  B08:01.01/08:19N DRB1704:05:01G 3  DRB1704:05:01/04.05:03/04:05:04
B*13:02:01G 2  B*13:02:01/13:02:05 DRB1704:06:01G 2  DRB1704:06:01/04.06:02
B*15.01.01G 8  B*15.01.01.01/15:01:01:02N/15:01:06/ DRB1%04:07:01G 2  DRB1*04.07:01/04:07:03
15:01:07/15:102/15:104/15:140/15: 146 DRB1%07:01:.01G 2  DRB1707:01:01:01/07:01.01:02
B*15:03.01G 2  B*15:03:01/15:103 DRB1708:01:01G 3  DRB1708:01:01/08:01:03/08:01:05
B*15:12.01G 2 B*15:12/15:19 DRB1708:02:01G 2  DRB1708:02:01/08:02:02
B*15:17:01G 2 B*15:17:01:01/15:17:01:02 DRB1708:04:01G 2  DRB1708:04:01/08:04.04
B*18:01.01G 3 B*18:01.01/18:01:03/18:17N DRB1%08:04:02G 2  DRB1*08:04.02/08:04:03
B*27.05.02G 3 B*27:05:02/27.05:04/27:13 DRB1*11.01:01G 4  DRB1*11:01:01/11.01:02/11:01:06/
B*35.01.01G 6  B*35.01.01/35:01:03/35:40N/35:42:01/ 11:01.08
35:57/35:94 DRB1*11.01:03G 2  DRB1*11:01:03/11.01:11
B*35.03.01G 2  B*35:03:.01/35:70 DRB1*11.04:01G 2 DRB1*11:04:01/11.04.02
B*38:02:01G 2 B*38:02:01/38:18 DRB1*11:08:01G 2  DRB1*11.08:01/11:08:02
B*39:01.01G 4 B*39:01:01:01/39:01:01.02L/39:01:03/ DRB1*11:11:01G 2  DRB1*11:11:01/11:11:02
39:46 DRB1*12:01:01G 4  DRB1*12:01:01/12:06/12:10/12:17
B*40.01.01G 3 B™40:01.01/40:01:02/40:55 DRB1%14:01:.01G 2  DRB1*14:01:01/14:54
B*40:.02:01G 3 B™40:02:01/40:56/40:97 DRB1%14:06:01G 2  DRB1*14:06:01/14.06:02
B*40:.06:01G 2 B*40.06:01:01/40.06:01:02 DRB1*14:07:.01G 2  DRB1*14.07:01/14:07:02
B*44:02:01G 5  B*44:02:01:01/44.02:01:025/44:19N/44:27/ DRB1*15:01:01G 2  DRB1*15.01:01:01/15:01:01:02
44:66 DRB1*15:02:02G 2  DRB1*15:02:02/15:02:05
B*44.03.01G 3 B™44:03:01/44:03:03/44:03:04 DRB1*15:03:01G 2  DRB1*15:03:01:01/15:03:01:02
B*45.01.01G 2  B45.01/45:.07 DQB1702:01:01G 3  DQB1*02:01:01/02:02/02:04
B*46.01.01G 2  B46:01.01/46:15N DQB1*03:01:01G 7 DQB1*03:01:01/03:01:04/03:09/03: 19/
B*47.01.01G 2  B*47.01.01.01/47.01.01:.02 03:21/03:22/03:24
B*48:01.01G 2  B*8:01.01/48:09 DQB1706:01:01G 3  DQB106:01:01/06:01.03/06:01:05
B*51.01.01G 8  B*51.01.01/51:01:05/51:01:07/51: 11N/ DQB1706:04:01G 5  DQB1706:04.01/06:34/06:36/06:38/06:39
51:30/51:32/51:48/51:51

Groups were selected from the full list (http:/hla.alleles.org/nomenclature/g_groups.html) based on Tables 3-7.
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