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Objective : The purpose of this study is investigated the differentially expressed genes between normal and cervical
cancer cell line.

Methods : We used normal human keratinocyte (HaCaT) as a control and HPV-16 positive cervical cancer (SiHa)
cell line. Two cell lines were studied differential expressed genes by using GeneFishingTM PCR and analyzed with
BLAST search.

Results : As compared with normal, cervical cancer cell line was showed 25 up-regulated genes including the S1-2-2,
S5-1 and 24 down-regulated genes.

Conclusion : GeneFish™ PCR test is very sensitive and effective method for detection of changed gene expression.
We could search differentially expressed genes between normal and cervical cancer cell line. In the future, we need to
research various genes function to participate in the process of tumor development and progression.
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Fig. 1. Differentially expressed genes between normal and cancer cell line. (A) GeneFishingW DEG A1-5; (B) GeneFishingTM
DEG A6-10; (C) GeneFishing™ DEG A 11-15; (D) GeneFishing™ DEG A16-20 (H; HaCaT, S: SiHa).
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Table 1. Data base information of cDNA clones

a. Up regulated gene

Clone Genebank Database (%: Identity) Length (bp)  Accession No. Unigene No.
S1-222 Homo sapiens S100 calcium binding protein A6 (calcyclin) (89%) 470 NM 014624 Hs.275243
S1-3-3 Homo sapiens hypothetical protein FLI11259 (100%) 2835 NM_ 018370 Hs.416393
S5-1 Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 4, 518 NM_002489 Hs.50098

9 kDa (NDUFA4) (84%)
S6-3 DTNB dystrobrevin, beta (93%) 2133 NM_021907 Hs.406073
S7-3 Homo sapiens collagen, type VI, alpha 3 (COL6A3) (100%) 9940 NM_ 057167 Hs.233240
S8-1 Rattus norvegicus similar to ribosomal protein S18, cytosolic (93%) 516 XM_215328 -
S9-2 Homo sapiens ribosomal protein L6 (RPL6) (86%) 950 NM_000970 Hs.416566
S10-1 Homo sapiens KIAA0483 protein (KIAA0483) (100%) 2923 NM_015176 Hs.64691
S17-1-1  Human nucleolin (NCL) (100%) 2518 NM_005381 Hs.79110
S19-2-3  Human chromosome 14 DNA sequence BAC R-589M4 of library (100%) 190648 AL139317 -
S20-1-1  Homo sapiens OK/SW-c.29 mRNA for thymidylate synthetase, complete cds (89%) 1567 AB062290 Hs.87491
b. Down regulated gene
Clone Genebank Database (%: Identity) Length (bp)  Accession No. Unigene No.
HI-1 Human ribosomal protein S21 (RPS21) mRNA (98%) 343 104483 Hs.372960
H5-3 Human ribosomal protein L27a mRNA, complete cds (95%) 507 HSU14968 -
H7-1 Homo sapiens mRNA for ETEA, complete cds (100%) 4503 AB088120 Hs.76591
H7-2 Epichloe bromicola strain ATCC201559 actin (actl) gene (100%) 635 AF240092 -
H9-1 Homo sapiens chromosome 8, clone RP11-263C20 (100%) 123995 AC026248
H9-2 Homo sapiens mRNA for ribosomal protein L37, complete cds (98%) 369 D23661 Hs.80545
H10-3 Homo sapiens chromosome 1 clone RP11-86H7 (98%) 200426 AC093117 -
H19-1-3  Homo sapiens poly(A) polymerase alpha (PAPOLA) (100%) 1064 BC000927 Hs.201085
H20-2-3  Homo sapiens cosmid 223D9 from Xq28 (100%) 37581 AF061032 -

ACP (Annealing Control Primer)

Fig. 2. ACP™ structure. APC™ technology provides a
primer with annealing specificity to the temple and allows
only real products to be amplifies, such that it enables the
researchers to find only real products as a result.

a. Core sequence «+«+--- Annealing at the 1st stage of
PCR (targeting).

b. Universal sequence -« Annealing at the 2nd stage
of PCR.

c. Regulator «++-+++ Regulating the functions of a and b.
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