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A Case of Catabacter hongkongensis and Alistipes indistinctus Isolated from Blood

Cultures of a Patient with Acute Appendicitis
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Catabacter hongkongensis is an anaerobic gram-positive coccobacillus that was first isolated in Hong Kong. It is infectious and causes high mor-
tality in patients with rare but underlying diseases. Alistipes indistinctus is an anaerobic gram-negative coccobacillus. This bacterium is a common
member of the human intestinal microbiota. We report a case of C. hongkongensis and A. indistinctus isolated from blood cultures of a patient with
acute appendicitis. A 35-year-old female patient with no specific medical history was admitted to the hospital due to abdominal pain, vomiting,
nausea, and diarrhea experienced on the day before admission. On admission, laboratory tests revealed leukocytosis, neutropenia, and elevated
C—reactive protein and procalcitonin levels. Following an abdominal computed tomography showing acute appendicitis with suspected perforation,
emergency surgery was performed. Growth was observed in two anaerobic blood culture bottles after four days. After further culturing of the
bacteria on Brucella Blood Agar, two types of bacteria were obtained. The two bacterial isolates, one gram-positive and one gram-negative, were
unable to be identified using matrix assisted laser desorption ionization-time of flight mass spectrometry (MALDI-TOF MS). Thus, 16S rRNA gene
sequence analysis was performed, resulting in identification of the bacteria as C. hongkongensis and A. indistinctus. The patient was administered
antibiotics and discharged two days after surgery. Although MALDI-TOF MS enables fast and accurate identification of bacteria, C. hongkongensis
and A. indistinctus were not listed in the spectral library, and 16S rRNA gene sequence analysis was useful for identifying the two bacteria.
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O] A &S BTk 1A bt Catabacter hongkongen-
sis (GenBank accession no. NR_115269.1)9]] 100% (1,453/1,453) 4
ABFRaL, 1 o202 Christensenella timonensis (GenBank ac-
cession no. NR_144743. D} 97% (1,443/1,495) YR =& Ho Z}z+
A. indistinctus®} C. hongkongensis= FJsI Tk

A F 4 9IA] FE(minimal inhibitory concentrations, MIC)
+ clindamycin, imipenem, vancomycin, ceftriaxone 2 metroni-
dazole:= E-test (bioMerieux, Lyon, France)E A5}l piper-
acillin/tazobactam-2 Liofilchem MIC test (Roseto degli Abruzzi,
Italy) S AFR-519)0m 35°C2] &7] Z 7oA hemin} vitamin K7}
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Table 1. Minimal inhibitory concentration of antimicrobial agents
against Catabacter hongkongensis and Alistipes indistinctus

Antimicrobial agent Catabacter Alistipes
(measurable range, ug/mL) hongkongensis indistinctus
CM (0.016-256) >256 >256
TZP (0.016-256)* 0.25 > 256
IP (0.002-32) 0.064 0.38
VA (0.016-256) 0.75 >256
TX(0.002-32) 6 >32
MZ (0.016-256) <0016 <0016

*Test performed with MIC test strips (Liofilchem); all other tests were performed
with E-test strips (bioMérieux).

Abbreviations: CM, clindamycin; TZP, piperacillin-tazobactam; IP, imipenem; VA,
vancomycin; TX, ceftriaxone; MZ, metronidazole.

o | 10 um

Fig. 1. Gram stain microscopy of isolates after 72 hours of anaerobic incubation on Brucella Blood Agar. (A) Microscopic examination (x1,000) of
the isolate showed gram-positive coccobacilli (Catabacter hongkongensis). (B) Microscopic examination (x1,000) of the second isolate revealed

gram-negative coccobacilli (Alistipes indistinctus).
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HZF=AS, piperacillin-tazobactam (0.25 pg/mL), imipenem
(0.064 pg/mL), vancomycin (0.75 pg/mL), ceftriaxone (6 pg/mL)
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ble 1).
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