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Purpose : We hypothesized that mannose binding lectin gene(MBL2), a key molecule of

innate immunity, may contirbute to the development and the outcome of respiratory syncytial

virus(RSV) disease in early childhood. This study was performed to investigate the genetic

basis of polymorphisms and haplotypes of MBL2 for RSV disease severity in Korean chil-

dren.

Methods : Cases with severe RSV diseases are 99 children with severe RSV lower res-

piratory tract infections, who were admitted to the Seoul National University Children’s Hos-

pital through 1993~2000. The control subjects consisted of 224 anonymous healthy Korean

blood donors. The frequency of promoter variant(-221, X/Y) and structural variant(codon 54)

were compared between the case patient group and the control subject group.

Results : The mean age of patients was 11.8 months; 49% were <6 months,

39% were

6-24 months and 12% were >24 months. In the cohort of cases of severe RSV diseases, the

genotypic frequencies of structural variant in codon 54 were 61% for AA, 34% for AB, and

5% for BB. Those of the promoter X/Y variant were 85% for YY and 15% for XY. There

were no significant differences in overall distribution of both structural and promoter variants

between the cases and the control subjects. We did not observe statistical difference in the

haplotypic frequencies of MBL2.

Conclusion : Common variants of MBL2 gene most likely do not contribute to the risk

for severe RSV diseases in Korean children. Further genetic association studies should be
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conducted in a larger propsectively recruited cohort of children with RSV infection.

Key Words : Respiratory syncytial virus, Mannose binding lectin gene, Polymorphism
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Table 1. Primers Used for Genotyping Assays of Mannose Binding Lectin(MBL2) Gene

Locus

Sequence (5°—8’)

Structural variant(exon 1)

Promoter X/Y variant(-221)

.cct gag tat ggt ggc agc gtc tta ct
:cag gca gtt tcc tct gga agg

ract gtg acc tgt gag gat gcc caa aag
:cat gga gag aaa gag gaa gct cct
;tag gca cta tga tga gca gtg gg atc

v Ty w o

stcc cta age taa cag gca taa

Abbreviations : F, forward; R, reverse; S, sequence primer
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Table 2. Demographic Characteristics of the
99 Patients with Severe Respiratory Syncytial
Virus Disease

Age
Median(range) 9.5 months
(6 days~49 months)
Range
<6 months 48(49%)
6~24 months 39(39%)
>24 months 12(12%)
Sex ratio(male : female) 58:41(14:1)
Clinical features
Tachypnea 68(69 %)
Poor feeding 61(62%)
Desaturation(Sa0,<90%)" 18(35%)
Apnea 5(5%)
Required oxygen supply 52(53%)
Admission to intensive 16(16%)
care unit
Mechanical ventilation 12(12%)

“The SaO,(Saturation of arterial oxygenation) were
checked in 52 patients
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Table 3. The Frequency of Genotypes of the
Mannose Binding Lectin(MBL2) Gene between
the Case Patients and the Control Subjects

Cases with
Loci RSV disease 8\?23205 Va[l)ue
(N=99)
Structural
AA 60(61%) 141(63%)
AB 3434 %) 69(31%) 0.78
BB 5(5%) 14( 6%)
Promoter X/Y
XX 0( 0%) 4( 2%)
XY 15(15%) 46(20%)  0.20
YY 84(85%) 174(78%)

Comparative analysis was performed at each of 2
loci using a 2 analysis(3 X2 tables with 2 degrees
of freedom)
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Table 4. The Frequency of Haplotypes of the Mannose Binding Lectin(MBL2) Gene between the

Case Patients and the Control Subjects

Cases with RSV disease

Healthy controls

Haplotypes (198 chromosomes) (448 chromosomes) P value
Codon 54/-221XY
AX 15( 7.6%) 54(12.0%) 023
AY 139(70.2%) 297(66.3%) '
BY 44(22.2%) 97(21.7%)

Comparative analysis was performed using a 2 analysis(3X2 tables with 2 degrees of freedom)
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