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Purpose : Ttransfusion transmitted virus(TTV) is a circular DNA and consists of diverse
genotypes and variants. The pathogenecity of TTV is still unclear. Recently another circular
single stranded DNA virus, distantly related to TTV was isolated from the sera of blood
donors, designated as Transfusion transmitted virus like minivirus(TLMV). TTV and TLMV
show greater sequence divergence from each other than between genotypes of TTV. We
planned to know the prevalence of TLMV in children.

Methods : TLMV DNA was detected by PCR primers from noncoding region of the
genome in 88 children without hepatitis, aged 0~15 years. PCR products derived from 10
children were directly sequenced and phylogenetic analysis was undertaken.

Results : TLMV DNA was detected in 49% of 88 children without hepatitis. The preva-
lence of TLMV varied with age: <l y, 16%(4/25); 1~3 y, 62%(18/29); 4~6 y, 43%(7/16);
7~9 y. 16%(1/6); 10~15 y, 66%(8/12). Mixed infection with TTV was confirmed in 22%
of 88 children. Pyhlogenetic analysis of 10 TLMV sequences showed much heterogeneity
compared to sequences of GenBank.

Conclusion : TLMV prevalence in children was 49% in Korean children. Our TLMV

sequence did not cluster in any sequence of TLMV in the GenBank.
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Fig. 1. TLMV gene amplification by PCR using
M1359 and M1360 primers. M : molecular size
marker, P : positive control, N : negative control.
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Table 1. Prevalence of TLMV DNA among
Children
Age(years) Tested(No.) Positive(%)
<1 25 36
1~3 29 62
4~6 16 43
7~9 16 16
10~15 12 66
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Fig. 2. Phylogenetic tree constructed with
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quences in the NCR of the TLMV genome. The name of the
GenBank accession numbers are given(lt: Italy, Nor: Norway,
Br: Brazil, Fr: France, Jp : Japan, KH : Korean healthy).
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