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VP7 Genotypes of Group A Rotavirus Isolated from Infants and
Toddlers with Rotavirus Gastroenteritis in Jeju

Ki Soo Kang, M.D., Kyung-Sue Shin, M.D., Xiu Ji Cui, M.D.* and Wonyong Kim, Ph.D."

Depargments of Pediatrics and *Internal Medicine, Cheju National University College of Medicine, Jeju
Department of Microbiology, Chung-Ang University College of Medicine, Seoul, Korea

Purpose: Efficacy of the new rotavirus vaccines (Rotarix®, RotaTeq®) recently developed can be
affected by the rotavirus genotypes prevalent in communities. We performed this study to identify
the recent distribution of rotavirus genotypes prevalent in Jeju.

Methods: Genotyping of human rotaviruses was performed using 81 samples collected from 154
inpatients and outpatients with rotavirus gastroenteritis at Cheju National University Hospital be-
tween July 2005 and June 2006. All six (1, 2, 3, 4, 8, 9) G serotypes were identified by ampli-
fication of segments of the gene for VP7 using the reverse transcription-polymerase reaction (RT-
PCR).

Results: The results of RT-PCR for 81 samples were all positive. G typing of the VP7 protein
showed that G1 was the most dominant circulating genotype (65.5%) followed by G2 (14.8%), G3
(13.6%), G8 (1.2%), G9 (1.2%), G4 (0%), and a combination of G1/G3 (3.7%).

Conclusion: This distribution of rotavirus VP7 genotypes in Jeju is different from that in other
domestic areas; the most dominant circulating genotype was G1. (Korean J Pediatr Gastroenterol
Nutr 2006; 9: 147~152)
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Table 1. Sequences of Primers used for the Rotavirus VP7 Genotyping
Primer Sequences (5—3) Target genotype
Beg9 GGCTTTAAAAGAGAGAATTTCCGTCTGG
End9 GGTCACATCATACAATTCTAATCTAAG
aBT1 CAAGTACTCAAATCAATGATGG G1
aCT2 CAATGATATTAACACATTTTCTGTG G2
aET3 CGTTTGAAGAAGTTGCAACAG G3
aDT4 CGTTTCTGGTGAGGAGTTG G4
aAT8 GTCACACCATTTGTAAATTCG G8
aFT9 CTAGATGTAACTACAACTAC G9

Modified from Gouvea et al. J Clin Microbiol 1990;28:276-82.
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Fig. 1. Distribution of VP7 genotypes of group A rota—
viruses isolated from 81 patients with rotavirus gast-
roenteritis between July 2005 and June 2006. G typing
of the VP7 protein showed that G1 was the most domi-
nant circulating genotype (65.5%) followed by G2 (14.8%),
G3 (136%), G8 (1.2%), G9 (1.2%), G4 (0%), and a com-
bination of G1/G3 (3.7%).
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