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Vaginal Candida and Microorganisms Related to Sexual
Transmitted Diseases in Women with Symptoms of Vaginitis
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Background: The female genital tract is equipped to
deal with a variety of foreign substances including a
wide array of microorganisms. It is important to con-
sider Candida-bacterial interactions in balance be-
tween healthy colonization versus vaginitis. The ob-
jectives of this study were to evaluate the associa-
tion between microorganism distribution and vaginitis,
and to investigate the possibility of an interaction be-
tween vaginal Candida and other microorganisms in
female genital tract.

Methods: A total of 516 vaginal secretions were col-
lected between October 2008 and June 2010 from
patients with suspected vaginitis. Identification of
Candida species and detection of 6 fastidious micro-
organisms (Trichomonas vaginalis, Neisseria gonor-
rhoeae, Chlamydia trachomatis, Mycoplasma homi-
nis, Mycoplasma genitalium, and Ureaplasma ure-
alyticum) were performed using a VITEK 2 system
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(bioMérieux, Inc., Hazelwood, MO, USA) and multi-
plex PCR (Seegene, Biotechnology, Inc., Seoul,
Korea), respectively.

Results: M. genitalium, U. urealyticum, and C. tra-
chomatis were more often detected in association
with vaginal candidiasis. A statistically significant as-
sociation between Candida and M. genitalium was
observed (P<0.05). N. gonorrhoeae was detected
less often in women with vaginal candidiasis.
Conclusion: The results of this study suggest the
possibility that vaginal Candida may associate with
some microorganisms in patients with vaginitis.
Further studies will be required to define the
Candida-bacterial interactions and its mechanisms.
(Korean J Clin Microbiol 2012;15:49-53)
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(bioMérieux, Inc., Hazelwood, MO, USA)& o]-&3slo] A=Al
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rhoeae, M. hominis, M. genitalium 3 U. urealyticum %5
}o] QIlAamp DNA Mini kit (QIAgen Korea, Seoul, Korea)Z
DNAE 3331913, Seeplex STD6 ACE Detection kit (See-
gene, Biotechnology, Inc., Seoul, Korea)S AH-&3}o] GeneAmp
PCR system 9700 (Applied biosystems, Inc., Foster City, CA,
USA)IAl AlzAe] AAlel el B PCRS Alsesie.
PCR Az 2% oP7F2. 2.2 AollA] 2719453 % Image sys-
tem (ChemiDoc XRS system, Bio-Rad Laboratories, Hercules,
CA, USA)L.& A9 et 27|15 2sisich

EAEALS Statcalc (Epi Info version 3.5.1, Centers for
Disease Control and Prevention, GA, USA)S A-&3}o]
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Zo] HE-S XA 81 3(74/86 T, 86.0%), L tFEO & C.
glabrata, C. tropicalis 2-2 e|=3ick. vk PCRol| 98 T.
vaginalis, C. trachomatis, N. gonorrhoeae, M. hominis, M. geni-
talium 3 U. urealyticum®] 7% 7AI= M. hominis7} 9973
(192%)2 7V Bo| HEFYA, U wrealyticum 8771A)
(16.9%), C. trachomatis 417342)(7.9%), N. gonorrhoeae 1373
(2.5%), M. genitalium 127314)(2.3%), ZL&| 3L T. vaginalis 7733
(14%)2] =02 A%=ir.

o4 AABA Telet F3} A7) 65l nAE 2 A%
A8 5AE Brlel] Sstel Deic F wiek §5l e
T. vaginalis, C. trachomatis, N. gonorrhoeae, M. hominis, M.
genitalium B3 U. wrealyticum®] 71%& WIEE EAsdch
ZHe e} Fo] FAlell wikE]A] 952 7d-oll ulste] Tt ol
EAlOl iEE RS A AE Wt B2 FEE M geni
talium, U. urealyticum, C. trachomatis®)92L, ©] & M. geni-
talium®to] EAF O folsiA Hol HAZE . om(P<0.05)
olufl FAlol| vjks FHc} F& B C albicansAtt. o]
HEHE N, gonorrhoeae™ 7|t Fo] wiokE]#] ¢ 73-%-Hek
ZHed e} Fo] FAlell wioks] = 7d-follA A wlert Jgkeh T
vaginalis®t M. hominis= 7YE|el &2 FA] vl f-5oll w2
7% HEe] XolE HolA] YSkrh(Table 1).

Table 1. Microorganisms related to sexual transmitted diseases in women who were or were not vaginal carriers of Candida species

Accompanying C. albicans Candida spp. (total)

[IICTOOTZANISM  Growth (n=74) No growth (n=442) P value Growth (n=86) No growth (n=430) P value
Y 1 (1.4%) 6 (1.4%) 0.735 1 (1.2%) 6 (1.4%) 0.669
CT 7 (9.5%) 34 (7.7%) 0.602 9 (10.5%) 32 (7.4%) 0.343
NG 1 (1.4%) 2 (2.7%) 0.421 1 (1.2%) 12 (2.8%) 0.333
MH 15 (20.3%) 84 (19.0%) 0.798 17 (19.8%) 82 (19.1%) 0.880
MG 5 (6.8%) 7 (1.6%) 0.006 5 (5.8%) 7 (1.6%) 0.018
uu 16 (21.6%) 71 (16.1%) 0.237 16 (18.6%) 71 (16.5%) 0.636
Total 45 (60.8%) 214 (48.4%) 49 (57.0%) 210 (48.8%)

Abbreviations: CT, Chlamydia trachomatis; MG, Mycoplasma genitalium; MH, Mycoplasma hominis; NG, Neisseria gonorrhoeae; TV,

Trichomonas vaginalis; UU, Ureaplasma urealyticum.
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