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Recovery Rate and Characteristics of Nontuberculous Mycobacterial
Isolates in a University Hospital in Korea

Jung Yeon Lee, MD, Hee Jin Cha', Hyeyoung Les’, Eun Young Joung®, PhD, Jin Won Huh, MD, Yeon-Mok Oh, MD,
Sang Do Lee, MD, Woo Sung Kim, MD, Dong Soon Kim, MD, Won Dong Kim, MD, Tae Sun Shim, MD

Division of Pulmonary and Critical Care Medicine University of Ulsan College of Medicine, Asan Medical Center, Asan Institute for
Life Sciences', Department of Biomegiicul Laboratory Science, Yonsei University Wonju College of Mediciné’, Product Planning and
Development Dept. M&D Co., LTD'.

Background : The incidence of nontuberculous mycobacterium (NTM) infections in Korea is increasing. This
retrospective study was performed to examine the recovery rate of NTM from respiratory specimens as well as the
isolated NTM colony characteristics, and to assess the clinical significance of a NTM isolation.

Methods : The results of the respiratory specimens requested for an acid—fast bacilli (AFB) examination during 2002
at Asan Medical Center, along with the patients clinical characteristics were analyzed.

Results : A total 26,820 respiratory specimens were requested for the acid—fast bacilli (AFB) smear and culture
during the study period. The proportion of M. tuberculosis and NTM isolation was 5.7% and 2.2%, respectively.
Among the AFB smear and culture positive specimens, 12.2% were found to be NTM. The scotochromogen showing
a low colony count < 20, which appeared to be contaminants, were isolated in 31.8% of the 584 NTM isolates.
Excluding the low—colony scotochromogens, the M. avium-intracellulare complex was the most common NTM isolates
(42.1%), and was also the most common causative organism for NTM pulmonary diseases. 8.4% (23/275) and 17.8%
(49275) of patients with NTM isolates met the American and British Thoracic Society diagnostic criteria for NTM
pulmonary disease, respectively.

Conclusion : In case of a positive AFB-smear or culture result, the possibility of NTM being a causative organism
should always be considered, even in Korea, which has an intermediate incidence of tuberculosis. (Tuberc Respir
Dis 2006 58 385-391)

Key words : Acid-fast bacilli, Colony, Nontuberculous mycobacterium, Respiratory specimen
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Figure 1. Proporion of NTM and MIB isolates in the
smear and cuture positive  specimens  according  to
the smear results.
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Table 1. Frequency of the isolated NTM species along with their colony characteristics.

No of isolates (n=328) Scolochromogen: Groyvth rate
Non-scotochromogen Rapid: Slow
MAC 138 (42.1%) 4:134 5:133
M. intracellular 76 (23.2%) 3:3 2:74
M. avium 62 (18.9%) 1:61 3:59
M. fortuitum complex 64 (15.2%) 1:63 40 : 24
M. abscessus 37 (11.3%) 1:36 22 :15
M. gordonae 33 (10.1%) 29 :4 7:26
M. terrae complex 28 ( 85%) 1:27 5:23
M. kansasii 13 ( 4.0%) 8:5 7:6
M. chelonae 7 ( 21%) 0:7 2:5
M. mucogenicum 3 ( 0.9%) 0:3 1:2
M. celatum 2 ( 06%) 2:0 0:2
M. gastri 1 ( 04%) 0:1 0:1
M. szulgai 1 ( 04%) 0:1 0:1
M. violacefusca 1 ( 04%) 0:1 0:1
= Fifteen of forty-one M fortuitum complex were proved to be M peregrinum using hspe5 gene sequencing analysis.
Table 2. Isolated NTM species in the patients with NTM pulmonary disease.
+ATS (%) " BTS (%)
MAC 11 (47.8) 29 (59.2)
M. intracellulare 5(21.7) 17 (34.7)
M. avium 6 (26.1) 12 (24.5)
M. abscessus 7 (30.4) 8 (16.3
M. fortuitum 4 (17.4) 7 (14.3)
M. kansasii 1(43 1(20
M. gordonae 0 2 ( 41)
M. terrae 0 1(20
M. celatum 0 1(20
Total 23 (100) 49 (100)

*NTM pulmonary disease patients who met the diagnostic criteria of American Thoracic Society.
TNTM pulmonary disease patients who met the diagnostic criteria of British Thoracic Society.
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