Isolation of Nontuberculous Mycobacteria
Characteristics of Patients with NTM Pulmonary Disease
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clinical characteristics of NTM pulmonary disease.

were analyzed, retrospectively.

Background : Nontuberculous mycobacterial (NTM) infections are increasingly being recognized as a cause of
chronic pulmonary disease. This study describes the prevalence of NTM species from clinical specimens and the

Material and Methods : The NTM isolated from March 2003 to December 2003 at the Kosin Medical Center were
identified using an oligonucleotide chip containing the internal transcribed space (ITS) sequence. The medical records
of the patients with the NTM isolates, who fulfilled the 1997 ATS diagnostic criteria for NTM pulmonary disease,

Results : Twenty four species (24.2%) of NTM were isolated from 99 cultured AFB specimens. M. avium complex
(MAC) (13 isolates), M. szulgai (3), M. kansasii (2), M. malmoense (2), M. abscessus (1), M. chelonae (1), M.
scrofulaceum (1), and unclassified (1). Of the 23 patients with isolated NTM, 11 patients were found to be compatible
with a NTM pulmonary infection according to the ATS criteria; MAC was found in 6 cases (54.5%), M. szulgai in
2 cases (18.2%), and M. abscessus, M. szulgai, M. kansasii and M. malmoense in 1 case each (9.1%). Ten patients
(91%) were male and the median age at diagnosis was 61 years. In the pre-existing diseases, malignant disease
was found in 6 cases including 5 patients with lung cancer, and history of old pulmonary tuberculosis was identified
in 4 cases. The radiological patterns showed lung destruction lung in 3 cases, a cavitary mass in 3 cases, a nodular
pattern in 2 cases, and reticulonodular, consolidation and a bronchiectasis pattern were in 1 case each.
Conclusion : Various types of NTM pulmonary diseases were found in a tertiary hospital at Busan, Korea. The
NTM pulmonary diseases were caused by MAC, M. szugai, M. kansasii, M. malmoense, M. abscessus, M. chelonae,
and M. scrofulaceum in the order of frequency. (Tuberc Respir Dis 2006 58248-2%6)
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Figure 1. Format of the CombiChip™ Mycobacteria genotyping DNA chip
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Table 1. The Frequency of the nontuberculous mycobacteria

significant patients
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isolates  from

the clinical specimens and  clinical

No. of isolated specimens No. of patients

MAC 13 (54.2%) 6 (54.5%)
M. chelonae Complex 2 (83%) 1 (9.1%)

M. chelonae 10 4%) 0

M. abscessus 10 4% 10 9%
M. szulgai 3 (125%) 2 (182%
M. kansasii 2 (83%) 1 (9.1%)
M. malmoense 2 (8.3%) 1 (9.1%)
M. scrofulaceum 10 4% 0
Unclassified NTM 10 4%) 0
Total 24 1

Table 2. Patients characteristics (n=11)

Genotyping Age Gender Underlying disease Chest radiologic findings
MAC* 69 M Qld tuberculosis Destructed lung
MAC 69 M QOld tuberculosis Destructed lung
MAC 76 M QOld tuberculosis Destructed lung
MAC F Qld tuberculosis Bronchiectasis
MAC 48 M Lung cancer Cavitary mass
MAC M Lung cancer Cavitary mass
M. szulgai 71 M Lung cancer Consolidation
M. szulgai 57 M Lung cancer Nodular infilteration
M. abscessus 61 M Stomach cancer Reticulonodular
M. malmoense 69 M (=) Nodular(with PE")
M. kansasii 39 M Lung cancer Fibrocavitary

sMycobacterium avium complex , "Pleural effusion
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Table 4. Chest radiological findings of NTMx  pulmo-
nary disease in 11 patients

Radiologic pattern No. of patients(n=11)

Cavitary pattern 3( 27%)
Cavitary mass 2 (18.2%)
Fibrocavitaty 1 ( 9.1%)

Destructed lung pattern 3( 21%)

Nodular pattern 3( 27%)
Nodular infilteration 2 (18.2%)
Reticulonodular 1 ( 91%)

Bronchiectasis pattern 1( 9.1%)

Consolidation 1 ( 91%)

*nontuberculosis mycobacteria

14
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10 Oisolated NTM | |
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B
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