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Restriction Fragment Length Polymorphism of Mycobacterium
Tuberculosis in a University Hospital in Seoul

Woo Jin Kim, M.D., Jae-Joon Yim, M.D., Jee Ho Lee, M.D.,
Chul-Gyu Yoo, M.D., Hee Soon Chung, M.D., Sung Koo Han, M.D.,
Young-Soo Shim M.D., and Young Whan Kim, M.D.

Department of Internal Medicine and Lung Institute,
Seoul National University College of Medicine, Seoul, Korea

Background : DNA fingerprinting of Mycobacterium tuberculosis with RFLP is a very useful tool for deci-
phering the molecular epidemiology of tuberculosis. An international comparison of the RFLP pattern became
passible with the proposal to standardize RFLP methodology using Pyu-1I restricted 1S-6110, and the compari-
son has noted some predominance of RFLP pattern in East Asia. The RFLP patterns of tuberculosis strains
collected at SNUH was studied and was compared with other strains from East Asia.

Method : Fifty strains of M. tuberculosis were isolated from patients who visited or were admitted to the
SNUH in 1998. Some isolates belonging to the Beijing family were also received. After the extraction of DNA
from M. tuberculosis isolates, the chromosomal DNAs were digested with Pyu-TI and analyzed by the South-
ern blot method with DNA probe to IS6110.

Result : Six strains belonged to the Beijing family. The RFLP patterns of other 9 strains were similar to each
other. No statistically significant endobronchial tuberculosis, presence of underlying disease, and the province of
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residence were found.

Conclusion : Few groups of M. tuberculosis strains from SNUH showed similar RFLP patterns, but their clini-
cal implications are not yet clear. ( Tuberculosis and Respiratory Diseases 2000, 48 : 308-314)
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Table 1. Beijing family and several groups clas-
sified by similar RFLP patterns

Group Number
Beijing family 6

group A
group B
group C

group D
group E
group F
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Table 2. Clinical characteristics of the Beijing family, group A and other tuberculosis strains

isolated in at SNUH

Beijing family group A others p value
(n=6) (n=9) (n=35)
Age(year) 20.2+16.2 20.1+15.3 27.8+20.3 p=0.234
Sex p=0.265
female 0 1 9
male 6 26
Drug resistance p=0.741
resistant strains 2 3 8
sensitive strains 4 6 27
Endobronchial Th p=0.515
yes 0 1 6
no 6 29
Underlying disease p=0.363
yes 3 3 8
no 3 6 27
Address p=0.071
Seoul 3 0 23
Kyongi-do 2 4 5
Chungchung-do 0
Kyongsang-do 1 1 1 8
Cholla-do 0 1 1
Kangwon-do 0 1
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