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Role of AMPK in the Regulation of Cellular Energy Metabolism
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Fig. 1. Regulation of energy homeostasis of the AMPK system. Figure from Hardie DG, 2007[4].
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Fig. 2. Subunit structures of AMPK. Figure from Towler et al., 2007[3].
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Fig. 3. Regulation of AMPK activation. Figure from Viollet et al., 2009[58].
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Fig. 6. Roles of AMPK in the control of whole-body energy homeostasis. Figure from Kahn et al., 2005[6].
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