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Table 1, Clinical characteristics of periodontally
healthy subjects

Subjects

Total number 20

female 7

male 13
Age(years)

mean 23.65

range 22-28
Probing depth(mm)

mean 12

range 1-3
Gingival index 0
Plaque index

mean 1.5

range 0-2

Gingival bleeding index 0
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Table 2, PCR primers Porphyromonas, gingivalis, Actinobacillus actinomycetemcomitans, Bacteroides
forsythus, and Fusobacterium nucleaturn

Target species Species-specific primers (5 —3' ) Sizes(bp)

Porphyromonas, gingivalis TGTAGATGACTGATGGTGAAAACC 197
ACGTCATCCCCACCTTCCTC

Actinobacillus actinomycetemcomitans AGAGTTTGATCCTGGCTCAG 593
CACTTAAAGGTCCGCCTACGTGCC

Bacteroides forsythus GCGTATGTAACCTGCCCGCA 641
TGCTTCAGTGTCAGTTATACCT

Fusobacterium nucleatum CGGGAGGCAGCAGTGGGGAAT 495
TTGCTTGGGCGCTGAGGTTC

Table 3, Frequency of P. gingivalis, A, actinomycetemcomitans, B. forsythus, and F, nucleatum according to
plague location, teeth and gender

No. of sample Ad' sz B Fn'
Supra™(40) 6(15.00) 7(17.5%) 24(60.0%) 31(77.5%)
Molar Subt(40) 8(20.0%) 3(7.5%) 16(40.0%) 28(70.0%)
Total(80 14(17,5%) 10(12,5%) 40(50,00) 59(73.8%)
Teeth

Supra(40) 7(17.5%) 4(10.0%) 21(52.5%) 35(87.5%)
Incisor Sub(40) 6(15.006) 9(22.5%) 23(57.5%) 35(87.5%)
Total80 13(16,3%) 13(16,3%) 44(55.0%) 70(87.5%)*
Supra (28) 1(3,6%) 7(25,00%) 11(39,2%) 20(71.4%)
Female Sub{(28) 27.1%) 7(25,0%) 9(32.1%) 17(60,7%)
Total56 3(5.4%) 14(25.0%)* 20(35.7%) 37(66.1%)

Gender
Supra(52) 12(23.1%) 4(7.7%) 34(65.4%) 46(88.5%)
Male Sub(52) 12(23.1%) 5(9.6%) 30(57.7%) 46(88.5%)
Total104 24(23,1%)* 9 8,7%) 6461, 5%) 92(88,5%)*
Locati Supra 80 13(16,3%) 11(13.8%) 45(56,3%) 66(82,5%)
on Sub 80 14(17.5%) 12015.00%) 39(48.8%) 63(78.8%)
Total 1 160 27(16,9%) 23(14.4%) 84(52.5%) 129(80.6%)

significantly different at *p<0.05, **p<0.01: Chi-Square tests
Aa": Actinobacillus actinomycetemcomitans, Pg% Porphyromonas gingivalis, Bf®: Bacteroides forsythus,
Fn*: Fusobacterium nucleatum, Supra™: Supragingival plaque, Subt: Subgingival plaque
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-Abstract-

Comparison of the prevalence of 4 periodontopathogens
in supra- and subgingival plaque of young
adults without periodontitis

Hyun-Seon Jang!#, Ji-Yeon Kim!, Joong-Ki Kook?*,
So Young Yoo?, Hwa-Sook Kim?, Su-Gwan Kim34, Byung-Ock Kim!*

Department of Periodontology?, Department of Oral Biochemistry?,
Department of Oral and Maxillofacial Surgery?, Oral Biology Research Institute®,
Dentistry of College, Chosun University

The purpose of this study was to investigate and compare the frequence of 4 periodontal pathogens in the
supra- and subgingival plaque in periodontally healthy subjects, Twenty acult individuals aged 22 to 28 years
(mean age 23,65 years) participated in this study, All subjects had no pocket sites more than 3 mm deep, and
the sites selected for sampling were all negative for bleeding, After drying and isolation of the sites with cotton
rolls, supragingival plaque was sampled using sterile periodontal curette, Each plaque sample was placed in
individual tubes containing 500 ml of 1X PBS, After removal of the supragingival sample and any remaining
supragingival plaque, subgingival plaque samples were taken from the same sites using sterile curette and
placed in similar individual tubes, Identification of 4 putative periodontal pathogens from the samples was per-
formed by polymerase chain reaction based on 168 rDNA. Chi-square test was employed to identify significant
explanatory variables for the presence of the 4 periodontal pathogens. The data show that Actinobacillus actin-
mycetemcomitans, Porphyromonas gingivalis, Bacteroides forsythus, and Fusobacterium nucleatum occurred
in 16,9%, 14.4%, 52.5%, and 80.6%, respectively, No significant differences were noted in the periodontal
pathogens between supra- and subgingival plaques according to the kind of teeth, However, the incisors were
at higher risk for harboring F. nucleatum (p {0.05). Conclusion: These results reveal that anaerobic periodontal
pathogens can be detected in supragingival plaques, Supragingival plaque may function as a reservoir of perk

odotopathogens.

Key Words : Actinobacillus actinmycetemcomitans, Porphyromonas gingivalis, Bacteroides forsythus, and
Fusobacterium nucleatum,, Periodontopathogens, Young adults
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