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Table 1. Sequence of MecA and FemA Specific Primers

mecA o] primer set
1X} PCR primer set (554bp)

MR 1 : 5-TGGATGACAGTACCTGAGCC-3’
MR 2 : 5’-ATGAGATTAGGCATCGTTCC-3’

22} PCR primer set (296bp)

MR 1 : 5-TGGGTACAAGATGATACCTTCG-3’
MR 2 : 5-TAACGATTGTGACACGATAGCC-3’

femA Eo| primer set
12} primer set (372bp)

MR 3 : 5’-CATGATGGCGAGATTACAGG-3’
MR 4 : 5-GCTAAAGGTACTAACACACGG-3’

22} primer set (218bp)

MR 3 : 5-TGATCCTGTGCTACAAATTCG-3’
MR 4 : 5’-TCATCACGATCAGCAAAAGC-3’

12345 6 788910

mecA(296bp)

Fig. 1. mecA gene amplification.
M : DNA size marker
1 : positive control
2,3,6,7,9, 10 : positive samples
4,5, 8 : negative samples

2. mecA, femA FAX BN
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& A HelZgleh € 2 200 3 30u9)
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Table 2. PCR Condition

Predenaturation — 94TColl4] 300%
Denaturation — 94ToA 30&
Annealing — 55TelA] 45
Extension —  T2TelA 30&

denaturationA]F]|3L 94 TColjA] 30%& E<¢t denatu-
rationA]7]3L 55°Coll4] 4527 annealing 332 7
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M : size marker

mecA(296bp)
- femA(218bp)

Fig. 2. Multiplex PCR of mecA and femA

. 1: positive control of mecA and femA

2 : negative control

3,5 :mecA and femA positive (MRSA genotype)
4 :femA positive (MSSA genotype)

Table 3: Results of mecA, femA gene by PCR

Amplifiation
mecA femA mecA & femA
MRSA(n=16) 11 16 11
MSSA(n=8) 3. 8 3
total(n=24) 16 24 14
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Fig. 3. Genotype of MRSA.
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= Abstract =

Detection of Methicillin-Resistant Staphylococcus aureus by In Vitro
Enzymatic Amplification of MecA and FemA Gene
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Purpose : In the treatment of MRSA infection, rapid detection of MRSA is extremely
important. The mecA gene codes the new drug resistant polypeptides called PBP2’ which
_ mediates the clinically relevant resistance to all beta-lactam antibiotics. The identical mecA
g’yenev has been found in coagulase-negative staphylococcus with the methicillin-resistant
phenotype. On the other hand, the femA gene was absent from coagulase negative
staphylococcus strains with the methicillin resistant phenotype This study is aimed at early
detection and definite diagnosis of MRSA. _

‘Methods : A total of 24 MRSA strains were studied. All strains were tested for
antimicrobial susceptibility and purified DNA. We amplified both mecA and femA genes
by PCR in 24 strains.

Results : In MRSA -all the 16 strains (100%) carried femA gene and 11 strains (68.7%)
carried- mecA gene. In contrast, in methicillin sensitive staphylococcus ail the 8 strains
(100%) carried femA and only 3 strains (37.5%) were detected mecA.

Conclusxons'As results, there are difference in the phenotype and genotype of methi-
c1lhn resistance by PCR of mecA and femA. Such disparities between methicillin resistance

- and the presence of mecA gene suggest the presence of control gene of the mecA.

Key Words : mecA, femA, MRSA, PCR





