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Fig. 1. A presentative result of microarray detection.
Red and green spots show relative high expression in
the tumor and in the normal, respectively.
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Table 1. Up-regulated genes in endometrial cancer tissue compared to the normal endometrium
RefSeq / GenBank ID Gene title Ratio
Up—regulated gene
PAC clone J0659J06 from 7033-035 2.01
NM_001569.2 Interleukin—1 receptor-associated kinase 1 (IRAK1), mRNA 202
NM_016561.1 Bifunctional apoptosis regulator (BFAR), mRNA 204
Paraneoplastic antigen MA2 (PNMA2), mRNA 2.07
NM_033468.1 Zinc finger protein 257 (ZNF257), mRNA 2.09
NM_019034.1 Ras homolog gene family, member F (in filopodia) (ARHF), mRNA 2.1
NM_001256.2 Cell division cycle 27 (CDC27), mRNA 212
Keratin 5 (KRT5) 2.32
NM_003033.1 Sialyltransferase 4A (beta-galactosidase alpha-2,3-sialytransferase) (SIAT4A), mRNA 2.34
NM_005516.2 Major histocompatibility complex, class I, E (HLA-E), mRNA 2.36
NM_016480.2 PABP-interacting protein 2 (PAIP2), mRNA 292
Table 2. Down-regulated genes in endometrial cancer tissue compared to the normal endometrium
RefSeq / GenBank ID Gene title Ratio
Down-regulated gene
Kluyveromyces lactis partial HEM13 gene 0.19
Interleukin 11 receptor, alpha (IL11RA), mRNA 0.21
Integrin, beta 1 (fibronectin receptor, beta polypeptide, antigen CD2) 0.23
Meiotic checkpoint regulator (MCPR), mRNA 0.27
Fibronectin 1 (FN1), transcript variant 2, mRNA 0.28
Haptoglobin-related protein 0.28
Transforming growth factor beta—stimulated protein TSC-22 (TSC22), mRNA 0.31
Myeloid cell leukemia sequence 1 (BCL2-related) (MCL1), mRNA 0.32
Calponin 1, basic, smooth muscle (CNN1), mRNA 0.34
Selenium binding protein 1 (hSBP1) 0.36
Mus musculus insulin-like growth factor binding protein 5 (Igfop5), mRNA 0.37
Eukaryotic translation initiation factor 3, subunit 5 (epsilon, 47 kD) (EIF3S5), mRNA 0.37

Programmed cell death 4 (neoplastic transformation inhibitor) (PDCD4), transcript variant 2, mRNA  0.38
Tissue inhibitor of metalloproteinase 3 (Sorsby fundus dystrophy, pseudoinflammatory) (TIMP3), 0.38

mRNA
Vinculin (VCL), transcript variant meta-VCL, mRNA
Eukaryotic translation initiation factor 4 gamma, 2 (EIF4G2), mRNA
Heat shock 27 kD protein 1 (HSPB1), mRNA

Cell division cycle 42 (GTP binding protein, 25 kD) (CDC42), transcript variant 2, mRNA

Zinc finger protein 265 (ZNF265), mRNA

Matrix metalloproteinase 2 (MMP2), mRNA

Insulin-like growth factor binding protein 4 (IGFBP4), mRNA
Downregulated in ovarian cancer 1 (DOC1), mRNA

Ras homolog gene family, member A (ARHA), mRNA
Retinoblastoma binding protein 7 (RBBP7), mRNA
Insulin-like growth factor binding protein 3 (IGFBP3), mRNA

0.38
0.39
0.40
0.40
0.43
0.43
0.43
0.44
0.45
0.45
0.46
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A differential gene expression profiles by ¢cDNA microarrays in
endometrioid endometrial carcinoma: a preliminary study

Min Ji Chung', Eun Jung Chung?, Taek Hoo Lee', Young Lae Cho', Il Soo Park', Yoon Soon Lee'
Devartments of Obstetrics and Gynecology' and /mmuno/ogf, Kyungpook National University School of Medicine, Daegu, Korea

Objective : Endometrial carcinoma is the most common gynecological malignant disease in industrialized countries. However,
the molecular bases for endometrial tumoriogenesis are not clearly elucidated. Our hypothesis is that there may be some difference
in gene expression patterns between normal endometrium and endometrial cancer lesion. In this study, we analyzed the difference
of gene expression profile with cDNA microarray.

Methods : Normal endometrial tissues and cancer lesions were gathered from three patient with endometrioid endometrial
cancer. ¢cDNA microarray technique (KNU 4.8K chip) was applied to screen the different gene expression profiles.

Results : Many genes such as interleukin—1 receptor-associated kinase 1 (IRAK1), bifunctional apoptosis regulator (BFAR),
paraneoplastic antigen MA2 (PNMA2), zinc finger protein 257 (ZNF257), ras homolog gene family, member F (in filopodia) (ARHF),
cell division cycle 27 (CDC27) were over-expressed in the endometrial cancer tissue. The genes were down-regulated in the
endometrial cancer samples included fibronectin 1 (FN1), meiotic checkpoint regulator (MCPR), transforming growth factor
beta-stimulated protein TSC-22 (TSC22), programmed cell death 4 (neoplastic transformation inhibitor) (PDCD4), transcript variant
2, matrix metalloproteinase 2 (MMP2), insulin-like growth factor binding protein 4 (IGFBP4), retinoblastoma binding protein 7 (RBBP7),
insulin-like growth factor binding protein 3 (IGFBP3), downregulated in ovarian cancer 1 (DOCH1).

Conclusion : The result of this analysis supports the hypothesis that the endometrial cancer tissue has distinct gene expression
profile from normal endometium. But, the vaildation of gene expression with RT-PCR and the further study are needed.

Key Words : Endometrial cancer, Gene expression, cDNA microarray
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