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Facklamia hominis is a facultative anaerobic Gram-
positive coccus generally displaying weak alpha-he-
molysis and negativity for catalase and oxidase.
Facklamia species are part of the normal flora of the
female genitourinary tract and have been reported in
invasive diseases such as meningitis and infective
endocarditis, albeit rarely. A 67 year-old-man pre-
sented to hospital with a tender, erythematous epi-
dermal cyst on the right side of his upper back.
Simple excision of the cyst was performed and the
pus was taken with a sterile swab for culture, yield-
ing no growth. One week later, discharge was ob-
served in the patient’'s wound site and a sterile swab
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for culture was taken. The colonies grown were iden-
tified as F. hominis by the Vitek 2 system
(bioMérieux, France), and the result was then re-
ported to clinicians, and later confirmed by 16S
rRNA gene sequencing and matrix-assisted laser de-
sorption/ionization time-of-flight mass spectrometry. To
the best of our knowledge, this is the first reported
case of F. hominis isolation from a clinical specimen
in Korea. (Ann Clin Microbiol 2019;22:50-54)
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Table 1. Laboratory methods for identification of Facklamia species
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Identification methods Examples

Facklamia species in the database (database version)

Rapid identification systems
16S rRNA gene sequencing

Vitek 2 (bioMérieux)
In-house commercial kits

MALDI-TOF-MS Vitek MS (bioMérieux)

MALDI Biotyper (Bruker Daltonics)

F. hominis (Version R07.01)
All Facklamia species (GenBank database)

F. hominis (Version 3.0)
F. hominis, F. languida (Version 6.0.0.0)

Abbreviation: MALDI-TOF-MS, Matrix assisted laser desorption/ionization time-of-flight mass spectrometry.
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= G4 A-Falok ik 53], PYR S4% F. ignava$t F. lan-
guida7} H315 Fel|7h Q7] wiiell[14], 32908 o]l ke
Hhx] ok 168 rRNA 42k ZF A7) 4G54 o] AshehA o)
Holl &3t 7 549 75 £Y T AUeH15]. B=38E, F. hominis
+ matrix-assisted laser desorption/ionization time-of-flight mass
spectrometry (MALDI-TOF-MS)el| 2]&l] A&hsl TA4o| 7153}
tH11]. 22y A45-54A|2=El3 MALDI-TOF-MSE AH%
woll= A lA "l Agslar Qe dlolEwlo] 2 wKo]
oW Facklamia F5& F3Fsl=A) olsl H o7} e} Vitek
2 system®] WA R07.013} Vitek MS (bioMérieux)2] HA 3.0
& F. hominisE d]o|E]ullo] 2ol E3X|Z 31, MALDI Biotyper

(Bruker Daltonics)®] HA 6.0.0.0> F. hominis®t-it olue} F.
languidas. dAloE w|o] 2ol E3), Facklamia S55 A2
A A SR8l $13E AekEell el Table 101 A8 et
Facklamia 52 §RA 2742 ok Fisl A7=A
okekar, A AlAleNA &l 18709 strain (F. hominis 47V, F. ig-
nava 5V, F. languida 67V, F. sourekii 371y ©]-83F LaClaire
9} Facklam [16]2] 3H8A| Z<4] A7F AR 74t
2 zAgo|t} o] odtol]l wykEH, o strainol] £ amoxicillin #]
AL AR R kARt U B strainE-2 cefotaxime (F. ig-
nava 1N, F. sourekii 17V, F. languida 67W)} cefuroxime (F.
hominis 17V, F. languida 5/N)oll A4S HAch ojF-2e
straing- penicillinoll Z5AAS BEYA, F hominis 171
strain?} F. ignava 27V straine] F5E2] ZTAS Eth
Macrolideol] tgt A2 F ignava (erythromycinol] 371
strain, clindamycin®l] 17} strain)$} F. languida (erythromycinol]
27Y strain, clindamycinol] 57} strain)oll 4%+ 249} Chloram-
phenicol, levofloxacin, trovafloxacin, vancomycinol] tgh =gk
A2 ol strainol| A %= AE ] 9Egke16]. £ FellollA] el
H F. hominist LaClaire2} Facklam [16]¢] QA2 3o} A5k
Al penicillin, chloramphenicol, vancomycinol] ZHrAl-S BAE

Table 2. Characteristics of Facklamia species isolated from human infections

Patients Sample

Antimicrobial susceptibility testing

Facklamia Identification
Species . methods Reference
P Age/Sex Disease Source Methods Results
Unspecified 41/F Meningitis CSF Vitek 2 system  Unspecified Ceftriaxone (S, MIC: 0.125 xg/mL) [1
F. hominis 35/M Infective Blood Vitek 2 system  Disk diffusion  Penicillin (S), amoxicillin (S), [8]
endocarditis cefotaxime (S), ceftazidime (S),
ceftriaxone (S), gentamicin (S),
ciprofloxacin (S), levofloxain (S),
tetracycline (S), rifampicin (S),
vancomycin (S)
F. hominis ~ Unspecified Infective Blood Unspecified Unspecified Penicillin (R) 9]
endocarditis
F. hominis 81/F Prosthetic Joint Vitek 2 system  Disk diffusion  Ampicillin (S), oxacillin (S), [10]
joint samples®* 16S rRNA gene erythromycin (R), clindamycin (S),
infection sequencing trimethoprim-sulfamethoxazole (S),
tetracycline (R), vancomycin (S),
linezolid (S), rifampicin (S)
E-test Penicillin (S, MIC: 0.125 xg/mL),
cefotaxime (S, MIC: 0.38 xg/mL),
levofloxacin (S, MIC: 0.5 1 g/mL)
F. hominis 40/F Scapular Pus MALDI-TOF-MS  Unspecified Ceftriaxone (S), gentamicin (S), [11]
abscess erythromycin (S), rifampicin (S),

F. sourekii ~ Unspecified Necrotizing Pus, blood Unspecified
gangrene

doxycycline (S), vancomycin (S),
clindamycin (R)
Unspecified Vancomycin (S) [12]

*Joint samples consist of two samples from periprosthetic femoral tissue, two samples from femoral interface membrane, and two samples from

acetabular interface membrane.

Abbreviations: CSF, cerebrospinal fluid; S, susceptible; R, resistant; MIC, minimum inhibitory concentration; MALDI-TOF-MS, Matrix assisted

laser desorption/ionization time-of-flight mass spectrometry.
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A& ceftriaxone, amoxicilling F2Fslo] = wbAl glo] 7+
do] AIAZIUCHI]. F. hominisZ Q18 {75 pristinamy-
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Facklamia hominise 7] @714 288 FHoE B oF3t dst §845 Hola shduhAlel SAchAl Aol 34
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ZQ1 ZHdoll Al Earsl vl ek 10091 A ebdollA] B 7kdoll o3k 7 3HE Ankikar X g0k 71 o] 9]of] vk 7|4
Azto] gl= 674 EAE A o 2B FSlollA] WA He-g It 23] S AR B IR ol
WAk el at elefoll A dh AAleS AaL, ToHEoZ AHF 3 Skl izt miFA A gAdelqdek
159 3 A ]t elaeolA] EulEe] 4 FolellA] 3=l y, WddAled 3 FdH g I Ehlas AFst
o wiekAALE Asglt). wljokol| 4] 2FEl F2HE-2 Vitek 2 system (bioMérieux, France)oll |8l F. hominis 2 EFRF|o] B
=93, 16S rRNA F-A 2} 23 o3 7] 4 D243} matrix-assisted laser desorption/ionization time-of-flight mass spectrometry=-
o) FelElglet AAHES] golell SJsbd B Z#lE F hominis7} QAZANA Eel® Fu) R Fel| R o]t} [Ann
Clin Microbiol 2019;22:50-54]
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