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Pneumocystis jiroveci (formerly Pneumocystis carinii f. sp. hominis) is one of the causative agents of the
most serious fungal respiratory infections in immuno-compromised patients. Although P. jiroveci infections
have been increasing, there are few data on the P. jiroveci genotypes in Korea. This study was performed
to investigate the genetic diversity of P. jiroveci detected from clinical specimens. Twenty-one P. jiroveci-
positive respiratory samples detected by polymerase chain reaction were collected from a tertiary-care
hospital in Seoul between Jan 2003 and Aug 2006. Internal Transcribed Spacer (ITS) sequence analysis
was performed by direct sequencing. Only 9 specimens were appropriate for sequence analysis. Twelve
specimens, however, showed mixed sequences by direct sequencing. Three ITS genotypes of P. jiroveci
were found. There is limited genetic diversity of ITS genes of P. jiroveci from clinical isolates analyzed in
this study. The present ITS gene analysis suggests that most of P. jiroveci isolates may have genetic

similarity among patients in Korea.
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Fig. 1. Partial nucleotide se-
quences of ITS1-5.8S rRNA-ITS2
of nine P jiroveci strains from
clinical specimens at a tertiary-
care hospital in Seoul, Korea, A
total of three ITS types in nine P
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Table 1, Characteristics of patients and their ITS genotypes obtained by direct sequencing of nine P. jiroveci isolates

Nucleotides at

Nucleotides at indicated . Iy ,
indicated positions in

Sample Age/Sex Specimen szi:?)ligg Udr;sdsggg]sg Chest radiography positions in ITS1 gi; ITS2*
2 16 74~75 111~113 54~56 63 67~71
HL3-1  47/M  BAL fluid 2003/01/06 Acute Lung T T AG TTA B1 TAA - AATAT
myelogenous consolidation,
leukemia (M4) R/O CMV
pneumonia, R/O
aspergillosis
HL3-2  34/M  sputum  2003/01/10 HIV infection No active lung T T AG TTA B1 TAA - AATAT
lesion, coarse
breath sound
HL5-1  62/M  BAL fluid 2005/01/12 Non small cell  Lung T T AG TTA B1 TAA - AATAA
lung cancer, consolidation,
toxic hepatitis ground glass
opacity
HL5-17 78/M BAL fluid 2005/09/03 Cerebral Pneumonia, T T AG TTA B1 TAA - AATAT
infarction, pulmonary
tracheostomy edema
HL5-20 68/M  sputum 2005/09/05 IgA nephropathy Lung T T AG TTA B1  TAA - AATAT
consolidation
HL5-26  46/F sputum 2005/09/05 Sjogren's Reticular cC T -- TTA A2 A -
disease, diffuse infiltration of
interstitial lung ~ both lungs
disease
HL5-30 70/F sputum 2005/12/08 Multiple myeloma R/O active C T -- TTA A2 A
tuberculosis,
R/O lung cancer
HL6-25 66/M BAL fluid 2006/07/13 Non small cell  Multiple nodular T T AG TTA B1  TAA - AATAT
lung cancer, or patchy
diabetes mellitus opacities in lung
HL6-37 60/M BAL fluid 2006/08/29 Non small cell  Lung infiltration cC T -- TTA A2 A -
lung cancer

*ITS2 sequence types were not analyzed; sequences of nucleotide position at 122, 169~172, 176 were not obtained by direct sequencing
used in this study, Hyphens are introduced for sequence comparison, indicating missing nucleotides,
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