(A)

[image: image1.png]Edatemo
Age
Height
ChildNo
BrstC
Weight
Area
Albumin

Hip

000 005 010 015 020 025 030 035 040
mean(|SHAP valuel) (average impact on model output magnitude)




(B)

[image: image2.png]<5 o0 o5 10 15
SHAP value (impact on model output)

7o

High

Feature value




(C)

[image: image3.png]Age
Height
Edatemo
childNo
sex
Weight
Hip
BrstC
Abumin
Area

Edu
vit_86
EER_per
smoke

- Class 1
- Class 0

o

0 052 00e 006 008 00
mean(|SHAP valuel) (average impact on model output magnitude)




Supplementary Fig. 2. The relative importance of the top 14 variablesa for predicting osteoporosis risk without polygenic risk scores as determined by the XGBoost and random forest algorithms in all participants. (A) Osteoporosis prediction model using the XGBoost algorithm. (B) Explanation of the variables in the osteoporosis prediction model using the XGBoost algorithm. (C) Explanation of the variables in the osteoporosis prediction model using the random forest algorithm.

ChildNo = the number of children, BrstC = the number of children who breastfed, Edatemo = the month of participating in the study, Waist = waist circumferences, Hip = hip circumferences, HCT = Vit_B6 = vitamin B6 intake, hematocrit, VD = vitamin D intake, EER_Per = the percentage of energy intake by estimated energy requirement, EduA = education level, HRT = the experience of hormone-replacement therapy.
aPrediction model without a polygenic risk score in top 15 variable model for osteoporosis risk.
