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Supplementary Fig. 2. Identification of HCMV IE-1-specific CTLs. 
(A) FACS profiles of the expression of IFN-γ in PBMCs of HLA-A*0201(+) donor stimulated with overlapping peptides of HCMV IE-1. Cell population with IFN-γ expression was found only in PBMCs stimulated with overlapping peptides of HCMV IE-1. (B) Representative demonstration of CD8+ T lymphocytes purified from PBMCs of HLA-A*0201(+) donor by FACS analysis.

HCMV = human cytomegalovirus, IE = immediate early, CTLs = cytotoxic T lymphocytes, FACS = Flow Cytometry Staining, IFN = interferon, PBMC = peripheral blood mononuclear cell, HLA = human leukocyte antigen, PE = phycoerythrin, FSC-A = forward scatter area, SSC-A = side scatter area, PE-A, phycoerythrin area.

