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Analysis of DNA fingerprints of Mycobacterium Tuberculosis Isola-
tes from Patients Registered at Health Center in Gyeonggi Prov-

ince in 2004

Young Kil Park, Hee Yeun Kang, Jang Geun Lim, Jong Sik Ha, Jung Ok Cho, Ka Chel Lee, Hang Soon Choi,

Young Hwa Choi, Seung Soo Sheen, Gill Han Bai.
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Korean Institute of Tuberculosis, Seoul, Korea, “Hygiene Policy Department, Gyeonggi Provincial Government,

Gyeonggi Province, Korea, ~Ajou University School of Medicine, Gyeonggi Province, Korea

Background : 1S6110 DNA fingerprint is a very useful tool for investigating the transmission of tuberculosis. The aim
of this study was to identify the epidemiological situations within a given area (one province).

Methods : The 681 Mycbobacterium tuberculosis isolates from patients, who were registered at health centers in
Gyeonggi Province from May to December in 2004, were subjected to IS6110 DNA fingerprinting. Patients belonging
to clusters were interviewed by health-workers to determine their previous contacts or household TB history.
Results : The number of IS6110 copies of the 681 isolates showed diverse fingerprint patterns from O to 21 of which
the most prevalent copy number was 10 from 120 isolates (17.6%). Thirty-three isolates (4.8%) belonged to the K strain,
and 128 isolates (18.8%) belonged to the K family. There were 180 (26.4%) isolates belonged belonging to fifty clusters,
of which two clusters were within household transmission. Forty-three (23.9%) out of 180 patients resided in an area
under the same health center control. The rate of clusters in those aged 60-70 was higher than in any other age group

(95% CI of RR : 1.072 ~ 1.988).

Conclusion : This is the first report of an epidemiological survey based on a whole province using a DNA fingerprinting
technique for M. tuberculosis. These results will be helpful in developing a program or policies to prevent the

transmission of TB.
(Tuberc Respir Dis 2006 60: 290-296)
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Figure 1. Number of M. tuberculosis isolates by 1S6770 copies
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Table 1. Cluster distribution by age and sex

Sex

Total
A Male Female
ge
rate rate rate
cluster non cluster cluster non cluster cluster non cluster
of cluster of cluster of cluster
10 ~ 19 8 21 27.59 4 16 20.00 12 37 24.49
20~29 24 61 28.24 15 39 27.78 39 100 28.06
30 ~39 30 82 26.79 5 41 10.87 35 123 22.15
40 ~49 30 88 25.42 4 16 20.00 34 104 24.64
50 ~59 22 51 30.14 2 14 12.50 24 65 26.97
60 ~ 69 13 28 31.71 5 6 45.45 18 34 34.62
70 ~ 79 8 10 44.44 6 12 33.33 14 22 38.89
80 ~ 89 1 7 12.50 3 7 30.00 4 14 22.22
90 - 0 1 0.00 0 1 0.00 0 2 0.00
Total 136 349 28.04 44 152 22.45 180 501 26.43
Table 2 Statistical analysis of cluster rates by sex and age group
Univariate Multivariate
Cluster ~ NO" Total | Relative 95% Cl 95% Cl
cluster °© i °©
rate of RR Relative rate of RR
No 44 152 196
Sex Female 1 - 1 -
% 22.45 77.55 100
No 136 349 485
Male 1.249 0.928~1.681 1.262 0.982~1.682
% 28.04 71.96 100
Age 10 goig & No 148 445 593 : ) 1 i
oroup . 807 %2498 T804 100 |
No 32 56 88
60 ~ 79 1.457 1.069~1.986 1.460 1.072~1.988
% 36.36 63.64 100
A Aol g %‘rx} 517(325%)01 AL, 71 SNA] S] 714 29, EYA AL 29 5 BT 439
Zol A Ado] A AL WHAT2ONNCH,  (23.9%)0]3T.
w A 797(50.3%) w3l H T Folk A o]
UNE A=l STk 4. M| EXIe} Clustere| MY 124} H|w
Cluster T 7H5 Wl #9220 0% 11 5 13112 ¥
A ABAGL, e 17 AukozA 73] ¥ ZA) 23 AA 8 6813 Ay
ANAE o 2 AR = 1090 499 (7.2%), 200 1397H(20.4%), 30tH 158
Clusterol 3l 180 FolA 3 Baso] 29 w(232%), 400] 138%(20.3%), 50t 89 (13.1%), 60
o] 49l A9-= YPH AL 29, SNA] J AL 4 o 527 (7.6%), 70tH 36 (5.3%), 80t 1878 (2.6%), 90
9, YJA Bzl 21, EJAl Bl 61, 0SA B ol 278(0.3%) 2.2 30t} So] 7 @At (Table 1).
Azl 49, GYA DY ®AZ%)] 5%, ASA] DW 2.7 A cluster?] EEXE= X 70H(38.9%), 60tH

2ol 29, KMA] ®B.xi2ol 29, PCAl x4 29
SWA| JA Bzido] 29, GRA] B.x14 29, DDAl B
A4 29, AYAl DA BEz4 29, NYA] 224 29,

(34.6%), 20tH(28.1%),
1 (24.5%), 80tH(22.2%), 30tH(22.2%) o] A
AEE s BE g

50tH(27.0%), 40tH(24.6%), 10
It} o2
700(44.4%), 60tH(31.
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