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Serum is free of cellular components. Because DNA is located in the nuclei or mito-
chondria of cells, serum could be assumed DNA free. Few previously published case
reports to date have used serum for DNA typing. Here, we report on human genotyp-
ing via short tandem repeat (STR) analysis using serum as a sample, and discuss
problems involved in the process.
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Table 1. The Number of Amplified Allele and the Percentage of Drop-out, Drop-in Ratio

Mean concentration (ng/xl)  The number of peaks

Allele drop-out Allele drop-in

serum-1 5.65 48, 48
serum-2 39 48, 48
serum-3 4.2 46, 48
serum-4 3.85 48, 48
serum-5 3.8 46, 48
serum-6 4.15 48, 48
serum-7 35 44,48
serum-8 8.1 48, 48
serum-9 2.2 48, 48
serum-10 3.15 48, 48
serum-11 3.9 36, 42
serum-12 2.1 42,48
serum-13 39 40, 48

13/36, 11/42 (36.1%, 26.2%)

13/40, 18/48 (32.5%, 37.5%)

0/48, 0/48 (0%)

7/48, 3/48 (14.6%, 6.3%)
13/46, 8/48 (28.3%, 16.7%)
1/48, 0/48 (2.1%, 0%)
1/46, 1/48 (2.2%, 2.1%)
0/48, 0/48 (0%)

4/44, 2/48 (9.1%, 4.2%)
4/48, 0/48 (8.3%, 0%)
3/48, 0/48 (6.3%, 0%)
3/48, 3/48 (6.3%, 6.3%)

0748, 0/48 (0%)
2/48, 3/48 (4.2%, 6.3%)
12/46 4/48 (26.1%, 8.3%)
1/48, 0/48 (2.1%, 0%)
2/46, 2/48 (4.3%, 4.2%)
1/48, 0/48 (2.1%, 0%)
6/44, 3/48 (13.6%, 6.3%)
3/48, 0/48 (6.3%, 0%)
0/48, 0/48 (0%)
6/48, 2/48 (12.5%, 4.2%)
8/36, 7/42 (22.2%, 16.7%)
6/42, 6/48 (14.3%, 12.5%)
11/40, 20/48 (27.5%, 41.7%)

9/42,7/48 (21.4%, 14.6%)

The percentage of drop-out, drop-in peaks was determined by dividing the number of peaks by the total number of real peaks. This table is

represents the results of repeated experiments.
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Fig. 1. The former electropherogram (a, c, e) obtained from blood, and the latter (b, d, f) obtained from serum. (b) indicates allele
drop-out of the serum’s 11 allele at locus TPOX and 10 allele at locus D55818. (d) indicates allele drop-in of the serum’s 28 allele at
locus D251338 and allele drop-out of the serum’s 15 allele at locus D18S51. (f) indicates drop-in of the serum'’s 26 allele and drop-out
of the 21, 23 allele at locus D2251045. Also indicates unamplified at locus D195433.
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